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Chryseobacterium indologenes is known to demonstrate a decreased susceptibility to most 8-lactam

agents including carbapenems, due to the production of chromosome-encoded IND-type metallo-3-
lactamase (MBL). Molecular and epidemiological analysis of the 13 recent clinical isolates and an ATCC
298977, the type strain of C. indologenes, disclosed that they were classified into 6 types consisting of 3 IND-
2,2 IND-2a, and 1 uncategorized IND types. The 99% homology (241aa/243aa) of the amino acid sequences
was observed between the uncategorized IND and the IND-2 types. However, in the subsequent analysis of
the uncategorized IND type, the amino acid substitutions of W167R and T208M were noted in comparison
with the IND-2 gene, which we designated as IND-15. Only the strain possessing the IND-15 type gene
exhibited susceptible against imipenem and B-lactams with S-lactamase inhibitors. It should be noted that
some strains reveal to be sensitive to carbapenems notwithstanding the possession of resistance genes.
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