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FHE OO NV — 7T, BRI & oGz
L0, EWICB L PBRES & AR & L2 AT g
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DL BIZ TN L 7 — G2 ME) S &, PR O
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1. Ba RWERE O 16S ) Ry — 2 B85

av¥—%#
Hifl ST

Bartonella quintana 2
Bordetella pertussis 3~4
Campylobacter jejuni 1~3
Clostridioides difficile 10 ~ 12
Corynebacterium diphtheriae 5
Escherichia coli 6~11
Haemophilus influenzae 6~7
Legionella pneumophila 3
Neisseria gonorrhoeae 4
Staphylococcus aureus 4~7
Streptococcus pneumoniae 4
Treponema pallidum 2
Vibrio cholerae 7~11
Yersinia pestis 6~7
Mycobacterium leprae 1
Mycobacterium tuberculosis 1
Mycobacterium ulcerans 1

*rrnDB (https://rrndb.umms.med.umich.edu/)
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DL LK BEWICI -2 HWEAII S 3§ M. avium
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subsp. silvaticum (MAS) D372, EHEHMEE LT
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2. ENL BB I B v & — IS B B YU RE R O R IR . R B T BEIR E S 7 IR
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M@ 5728, 2006 1B NTM BE B EERZE Ll > Twb,
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3

subspecies

e  paratuberculosis

A avium

+  hominissuis

0.001

3. M. avium ® 3Hiff (subsp. paratuberculosis, avium, 3 & O" hominissuis) 2B} 2 BB ZRT Ay b7 —2
B, ERESELRG]T— 5 X— 2 2BV TAB SN TS EK (avium 7 ¥ 5 paratuberculosis 34 # ; hominissuis 46
) OF 7 LS 9 EIET- 2 L, SplitsTreed & M\ CREM 215K L72o M. avium subsp. hominissuis ¢
46 Bkid Uchiya 539 12 & o TRAIZENT S M- EINEBEHRRO 7= 2 FH L CTw 5, FXX#ciza 777 o (i
MR IA T D EBIET 2y b)) ZHOZETG 2 ZAN TN TVW L DTSR E 72w M. avium subsp.
paratuberculosis T W O\ AVNES {, BB —ME25F G EEB) o123 L, M. avium subsp. hominis-
suis TIEDEAIZ - & ) LawEE (F#) &, M avium subsp. avium 2S5IRIES A8 (Fhyeil) #MLTHYy,

FiE LT R T 03Dh % .
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Mycobacteriosis around human, animals, and environments
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Genus Mycobacterium includes many human pathogen species such as Mycobacterium tuberculosis and Myco-
bacterium leprae. Recently, the prevalence of tuberculosis in the Japanese population has shown a gradual de-
creasing trend to approximately 15 in 100,000 people. In contrast, the incidence of Non-Tuberculosis Mycobacteria
(NTM) infections is increasing dramatically. In addition to Mycobacterium avium complex (MAC), which infects a
large number of patients, many bacterial species such as M. marinum, causing mainly skin symptoms, and M. kan-
sasii, shown to be linked with air pollution, have been reported to infect humans, and details on the sources of
these infections are unknown. These bacteria can essentially survive in the natural environment and can be also
be isolated from domesticated animals and livestock. Important clues of pathways of propagation will be obtained
from the analysis and comparison of these bacteria on the gene level in molecular epidemiological analysis. How-
ever, to date, there are few detailed analyses on bacterial strains isolated from non-human cases, which also in-
clude species identification. In this review, the genetic background and conditions of isolation of mycobacterial
species from animals and the environment, and cases experienced by the authors are discussed for several acid-
fast bacterial species known to infect humans. In addition, mycobacterial diseases are overviewed from bacterio-
logical and ecological perspectives. Furthermore, coordination with fields of medicine, veterinary medicine, and
ecology in the research in these fields are discussed.
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