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Prevotella melaninogenicaX$LNO36 ()*/.0�8$ MNYZS RapID ANAII, API

20A+�[� Eggerthella lenta�ONNO36 2\2$ $L��8]^)_`abSc.$ P
defghi[c.� E. lenta�E�Qj�.5�8kIJ�
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���������� !"#�$��� 	��%�
&'��"()$��%� �*+� pazufloxacin

1,000 mg/day 7�,�micafungin 50 mg/day 16

�,���"-.$��� /0�� 7��12 cefo-

zopran 1 g/day 7�,� 14��34 cefpirome 1 g/

day5��6$��� &'��78�	��%�9
1� 7��:3; 8���< 3=�($�� >?�@
AB�0������� 0"7!$��� 	�"�
�C�#$D�%���E�"� F�%@&� 1'
� 40G(%�)*"H4� CRP+@	�% 9���
23 mg/dlIJ,-��� &K%��.�L�/'0
1")���"� &K�M2@N2�?� 	� 16�
�� 2O 15��P3$���

������
1. ��	
��
��������4$5N:3;&'78QRS1

26&7�TUVW��8$�� /0���(�&'
��"()$��� ���� 92FXB9YZ[\]
^� 93FAB9YZ[\]^ _>?�@�: BD` �
9>�� ;<&'��=>� BACTEC 9120 _�:
BD` �a9����� 2���AB9YZ[\]^�
b"?��@��"� XB9YZ[\]^��� 7�
�IJ0�)c��E1���

2. ��
1) ����
BACTEC9120J?��@�� 93FAB9YZ[

\]^�AB'�CDd�LE0#�eF�� GHI
:�fJ��� ghi�K�� Bartholomew & Mitt-

wer1 _jRkRM�K� LMlm` J)��� $2

�� ghi?�N0�O2n*P"oQpR�3�
@�1S1�T8��qroQ�K _shR1� ;t
J` ��(���

2) ��	

2���?��@�� 93FAB9YZ[\]^�

AB'�uU�V�vWGH��� ��+� ]wx
yzR{|} II 5~���&'�X�V _TSA� �:
BD`� BYyU�YR]�X�V _BYCHO� �:
BD`� BTB�X�V _BTB��: BD`� ABHK�X�
V _ABHK� � Y J �`� NV� ABHK� X � V
_NVABHK� �YJ�` :3; BBE�X�V _BBE�
�: BD` �a9�L���^y�R��(��� �
�Z���L�� TSA� BYCHO� 35G� 7~ CO2�
BTB� 35G � X B � � �� F � L ABHK�
NVABHK��}�AB�VW��y9 _�[lm�
]�[` �9>L 35G� AB#���JH���

3) ����
���^y�R�L ABHK�)c��ghi?�
N0�\]���R��>L�� �ShR��{]
_;tJ`� ��T�R��{] _��sQ�� ��
T�R��{]� ��lm` :3;}[�R^�{]
_RID Zyme IND-S�{]� �[lmsQ��[{`�
�(��� ^_�V]� RapID ANAII _�i�`�
API 20 A _�:��sw R` :3; CRYSTAL

ANR _�: BD` �a9��� ¡`#0U�#_�
16S rRNA¢a£¤¥bc�d^�7¦�§e¨f
�3��� ghi©�N0��>L�� �ShR��
{]� RapID ANAII�9>L0U�ª_���

4) �������
Pg0«�MIC+h_��� �h}xYR] ¬�

� _��lm` ��^®h��{ _��lm` �a9
��� 35G� 48�,AB��%�MIC+�T_�
)���

5) S. moorei ������ � Eggerthella lenta

ATCC���� !"
Pg0«�^_i¯��(��°�� RapID

ANAII� API 20AJ�0Uj��Lk 1±l�H
"�� E. lenta�0« ATCC43055�	m�� 0�
pn�uU^_�V]�¥op²���>L� S.

moorei _Pg0«` ��q³7r�)��� s0«�
ABHKJ 48�,AB����%� 7r�9>�� 0
pn�q³�ghi�K _Bartholomew & Mittwer

1` �34)>� ^_�V]� RapID ANAII� API

20A:3; CRYSTAL ANR�a9��� 0'�t
'� ��Z�:3;T_�,´�u�V]�Fµu
vw�¶·�x¸L�(��� E. lenta¥x«�y¹

z 1 	��&'78QRS

Peripheral blood Blood chemistry

RBC 2.85º106/ml TP 5.8 g/dl
Hb 10.3 g/dl AST 59 IU/L
Ht 29.2~ ALT 55 IU/L

LD 160 IU/L
WBC 2.33º103/ml Total-Bill 0.3 mg/dl
Seg 83.4~ UN 22.6 mg/dl
Lym 8.4~ Cr 0.8 mg/dl
Mono 3.0~ Na 130 mEq/L
Eosino 2.7~ K 3.8 mEq/L
Baso 0.7~ Cl 87 mEq/L
Plt 272º103/ml CRP 17.39 mg/dl
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3. ��
1) �����
��� !"#�
� $%&'�()*+,-./

0��1�2345�067&829�:;����
9�$<���=9�$(>�?1� @A 1B� ���
�9�$�C�	DE�F	 !
=9�GE��

2) �	
�
TSA� BYCHO� BTB�
H
&�I��J6KE

�� LM��
 48NOP�����9�$<��
�=9�$& 2Q�&RSTU(�JV1�� ���
�9�$
� ABHK�&WXY� 1 mm&Z�!�
[;\�]RSTU<�	�I� @A 2B� ���=9
�$
 ABHK< NVABHK�^!&H
�2_��
(� BBE�
�I��J6KE�� `a 2Q�&b$

� cde�f&��� !�gh?1�$23<
'i�	���

3) ���
����9�$&j*�Uklmd� )n/oUk
lmd� ��pUelmd
;q	=9�GE�r
RapID ANAII�	sStu�eRUp( 020041, �
v>� 91.3w� Eggerthella lenta (Wade et al.,

1999)7)<�v?1�� x�� API20A�� E. lenta

@sStu�eRUpy 00000002, �v>� 94.2wB
<6E�(� CRYSTAL ANR�
 Atopobium minu-

tum @sStu�eRUpy 2233470000� �v>�

78.9wB <�v?1�r CRYSTAL ANR
�v>�
(z{� |�9��}(GE�� x�� RapID ANAII

< API 20A&�v~�KV E. lenta<������
j*�Uklmd(=9�G\�<4������
(=9�G\<����� '��6 E. lenta&���
�90<
��(�V1� �1V&~�KV����
���	$Q&�v��V6KE�� ���� ���
#���\$Q&�v������ ��$�& 16S

rRNA ���&����( S. moorei&��� (JCM

10645T)&�1< 99.6w 'i�	�\�<(�KE

A 1 �fcde&��� !�
A&�����892�:;����9�$��J�� $%&'�(�V��$23 @� B (�¡��
G\� A&¢£
�N�#¤?1����=9�$�G\� @Bartholomew & Mittwer�� ¥1,000B

A 2 Solobacterium moorei&RSTU¦g @LM
�� 48NO� ABHK§¨�©B

« ¬� ®¯°!"±²³´µ�#¶ $%�·&¸'¹(« ¬� ®¯°!"±²³´µ�#¶ $%�·&¸'¹(
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�� ������	
��� S. moorei�����
����������������� !"��#
$%�� &'( )�*+,-!.( /01�2( BBE

345�678���9:�;+,<=�,>��
Prevotella melaninogenica ?@#$%�A RapID

ANAII�BC�!"D�EF����G( P.

melaninogenica H�#EI 99.9JK ��#$%��
4) �������
S. moorei !��LMNO,PQRS�T 2
U

V� W#��LM�MICXY chloramphenicol? 4

mg/ml( sparfloxacin? 0.25 mg/ml�ZZ[X�U
��?( ��\��LM.W#]^_`�MICXY
ab�� cd�e
BC�� cefozopran�MICX�
0.5 mg/ml_`�fX�U��� P. melaninogenica

�LMNO,�g.( sparfloxacin? 2 mg/ml�h
,�U��?( i�j�LM
k�.Vl
NO
,Yab��

5) S. moorei � 	 
 � � Eggerthella lenta

ATCC������
)�*m2
6n!�o�pqY. E. lenta?r&
<)�*s,tuvw-!��pq$%n�
x
�( S. moorei Hyz!�K .{�,�UV)�*s,
tuv-!Yab� H| 3K� }�( �#~�;���
��,.( RapID ANAIIY( S. moorei? arginine,

serine�67 a-glucosidase
s,�U�( E. lenta

. arginine� serine?s,Yab�?( a-gluco-

sidase.+,Yab�A RapID ANAII�C���
��yz!�� E. lenta ATCC����<����
��RS���1), 6), 8) 
��$%�n S. moorei�
�,>����T 3
UVA API 20A
��.(
S. moorei� E. lenta���YVl���
���
F�<�b�� E. lenta ATCC�.( �������
�C�����
6n�����PQY.s,�<
�( E. lenta ��,>�U��A CRYSTAL ANR

Y.( S. moorei� E. lenta ATCC��Y����,

��?F��%�( arginine, serine, glycine, ala-

T 2 yz$%� Solobacterium moorei�LMNO
,PQRS

Antimicrobial agent
MIC

(mg/ml)

Ampicillin �0.06
Penicillin G �0.06
Piperacillin �0.5
Cefmetazole �0.5
Ceftizoxime �0.5
Cefozopran �0.5
Flomoxef �0.5
Imipenem �0.12
Amoxicillin/clavalanic acid �0.18
Clindamycin �0.06
Minocycline �0.12
Chloramphenicol 4
Sparfloxacin 0.25

| 3 Solobacterium moorei (A)� Eggerthella lenta ATCC43055 (B)�)�*m2�
S. moorei.! �&¡?¢�£¤��Zw->��b�{,��UV� &'( E. lenta.r&<->�U
��n� HBartholomew & Mittwer�( ¥1,000K

Solobacterium moorei§¨©� 1ªSolobacterium moorei§¨©� 1ª
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nine, pyroglutamic acid, lysine, methionine, phen-

ylalanine, leucine��������	�
����

� �
��� �������
������������
� �
�!"���	�#$� 2%	�&'��

#$()�*+� ,#-�. E. lenta/01�2�
3��4056��.7�!%.��8�9�1
�: ;6<� 2� 3��=>�
?	��29���7
/.@A� B0CD� ��&'��
#$ Eubacte-

rium�!E	F�!%�G�BAH<� �
��B
IJ	�#7/E�K
2L#0M� N���O#
$P4Q�
2@A� �R� E. lenta<!S�E
�TUVWX	�1$�=>�
?2Y0A/#4�
89)R9Z���7/��� ��&'��Z.���
	<[\2@A/]^�: �6�<� E. lenta<_U
�`ab�Ecde b�	�
��B7/2�#10)

�	 ���!"< chloramphenicol/ sparfloxa-

cin	MIC!�f"gh�#iA�Z.� _U�`a
b�jEcde b�j	 $<$k0MIC!�
��� l$56���<� mn	%o.��
� E. lenta<Bp$� q;0&�!?/$Xr��

�7/.@A� sg��4	� 7�P.�'tuv�
wx�y�$� (z{9E��&'��
?�Z0
�|� �j}~
��Va	�#$R)*� E. lenta

/<+�BA7/	,��� 7��40?�.<�
�-��.	�A!%�����4p��V�.@�
4/��� �/0>	1v��2�� l�*+�
Solobacterium moorei/������ )!%<%��
��&'�E�3������V��V�	<���
�$#0#� �21$� ;4�uv�.<7�!%
���BA7/<�Ci$�5.@A� -�	� �-
��.	�A!%���<6�.@1�7/<�(.
@A2� 7��.72;4�.<0#�?���2Z
$� uv����. S. moorei���@A#<��B
A7/<.�0#�/]^��
l7.� S. moorei/ E. lenta�
?�8�u9B
A	�1�: API 20A/ CRYSTAL ANR.<�Bp
$�IJ.���K����i:!%�G�BA7
/<.�0�1�� E. lentaI�"� ¡¢£¤¥x
2 API 20A.<¦
.� §*7.<�
.@1��
7�*+<� ��&'��
��m¨$<#©0#
7/	ª^� l�«;2!%)*�
?.<0#�¬
	<� §*7	�A<ª¥x/-#2=.@A7/

> 3 ��!"/ Eggerthella lenta ATCC43055� RapID ANAII.�«;/�R0�=>�
?�8�

Biochemical reaction or enzyme

Results Published
S. moorei

strainaIsolate
E. lenta

ATCC43055

Urease ® ® ®
p-Nitrophenyl-b,9-disaccharide (b-Disaccharidase) ® ® NT
p-Nitrophenyl-a,A-arabinoside (a-Arabinosidase) ® ® ®
o-Nitrophenyl-b,9-galactoside (b-Galactosidase) ® ® ®
p-Nitrophenyl-a,9-glucoside (a-Glucosidase) ¯ ® ¯
p-Nitrophenyl-b,9-glucoside (b-Glucosidase) ® ® ®
p-Nitrophenyl-a,9-galactoside (a-Galactosidase) ® ® ¯
p-Nitrophenyl-a,A-fucoside (a-Fucosidase) ® ® ®
p-Nitrophenyl-n-acetyl-b,9-glucosaminide (N-Acetyl-glucosaminidase) ® ® ®
p-Nitrophenylphosphate ® ® NT
Leucyl-glycine-b-naphthylamide ® ® NT
Glicine-b-naphthylamide ® ® NT
Proline-b-naphthylamide (Proline arylamidase) ® ® ¯
Phenylalanine-b-naphthylamide ® ® NT
Argnine-b-naphthylamide (Arginine dehydrogenase) ¯ ¯ ¯
Serine-b-naphthylamide ¯ ¯ NT
Pyrrolidonyl-b-naphtylamide ® ® NT
Indole production ® ® ®
Nitrate reduction ® ¯ ®
Catalase ® ¯ ®
a NT: not tested

± ?@²A B³²´CDµ²5¶·E�²F¸ G²HI¹J²0KLM± ?@²A B³²´CDµ²5¶·E�²F¸ G²HI¹J²0KLM

')NºO�P>»¼ Vol. 18 No. 4 2008.20
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���������� RapID ANAII	
���	�
����������� ���� S. moorei� a-

glucosidase	���	����
�� E. lenta��
����	���� �� a-glucosidase
 CRYSTAL

ANR� !"�#$��� RapID ANAII���%�
#&'(�)'*+,-(��$#$���
��
CRYSTAL ANR	
&'(�).'/01���%
�#$�� �����2$3�� S. moorei� CRYS-

TAL ANR	�����	�3��%�4����
56�� ��789	 S. moorei�:���	;��
��%�#
� RapID ANAII�<=� a-glucosidase

������	��%>6����
?@������.AB��CD�#���E�F

4����� ���3�GHIJKL0� �M
�
NOE��	� �"	�PEQ�� �#$
�� ��"	���RSQ��TE�!"��UV
�3��� Eubacterium#E
$%Q.AB��
�E%�#�����%���%�W&11) 
���
�� 'X���()	EQ��Y����%
	N
3��� *DZ+	
?@������
.AB��
,�%[�-\�./� %�� 	N�]^����
�E0�12�34_/`�#$�� �3����
ab�cd,	
��,�3��E0��
e5	�
34fg1_h�./�6i���%�	N���
?@��3��jk�E�!"78
� ?@����
D9�S� 0.5l13m	��%��� ��RS�!"
78�:n$�o%�#� ;<�<=�[�-\�=
2� jk�E�R�E?>�
��p?���<Rq
TEDZ+����@�rs���%�AB��
�12)� *t�<=� 2007C 7ul2008C 3u�'
;���?@��	
� 173v���D9�S�jk
�E�!"����
 15v	D 9m�Ew#$��
h��M
� FxyGHz{�I|�jk�E�J
KL}%^?M�JK�� �%>6���� jk
�E
� ~�N� O��<Rq�P�������Q
R��R^��QE?>�����% S�3%
�#$�13)� ���� jk�E�R�E?>	

%M�JKL}%^S�I|�T����%�� ?
@������.AB���<$#E0�����X
���	��� U>V	
� �IW�XH��YI�
��
{�Z��w3���%3�� ��I|�J
KL}%��:���	;���� [��[x�$
\	����%��$#
� �]Z%^����IW
�GH���Q_`�e5	����w� �Eabc
�R�# {�I|	�����de ��#� ?
M_�TE�JK�f��%�	N3��%�4�

��� ��
� �Ea�R�ghi	���� 33
���� !"���E0�j����klQm?
>������%�h���%�	��S� S.

moorei�n����$#
S�3��#$$��
UE�[��[x�op�q�#$�%
>6�M
$� ���� [��[x
� klQm?>� ��
���r�st��n���NMrs��% �%^
����u'� S. moorei�?@3�Dv����w	
�/`� 3V	
� [��[x
\�	���� "
�� ab�>V hS	����jk�E�x���
	��SI|�GHQyy�>��w��� ?@��
3��Dv S. moorei =	Mz{E	���%
��N|}	�� ¡~ 4¢� <� ��� 3>V�<
$# E0���
 16S rRNA£���¤����
R�#';��#$��

S. moorei������cd,
� ��"	UE0
��0%�#�����X���3�!"��� =
	��� h��o%�#
� �xDZ	��	N$
E0
� ?@y�@z��EQDZ¥�3�!"
��$]^
� ��x�E%% ��xTE�%�
#�^¦��� �Z����%��$�w%>6
�� "�� ab�>V	 ����RS� E. lenta%
�#§����#$�:��
��	N$� ?@3
�Dv���TE��$#
|��Y���¨w�
���w� ab�RS�I����|}QEQ�
�	�.AB���E��w����©�
� GH�
JKL}%�#$$3�>���� S. moorei

�:�� �r�K�#DZ��w��%���	�
��

� �
ab����
� ?@�����.AB��	��
"	�ª���%�$"�EQ�� ��.AB
��jk�E�!"��«¬���� ��789�y
�	��������%3�� !"E��£���
�';��x� �YE0��34�/`��� jk
�E
� ®¯��789�R���� 	
E0�Y
�	N$�© �M$� h��w� �xDZ	
EQ�� /°±d��F<Rq��789���z
�¡²¢MF4�� |}Q,��T��#<M�%
���	��� ax ��RSUV�£¤��
�� �xDZ�<=����8�³¥��´#$N
�$%>6��

� � Uµ�s6����^� ¶A¦$� N"
��*t§¨·���¸¹o©ª«�¢¬$��"��

Solobacterium mooreim?>� 1VSolobacterium mooreim?>� 1V
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Solobacterium moorei as a Cause of Sepsis in a Patient with Larynx Cancer:

A First Case Report in Japan and Characterization of the Isolate

Sanae Mori,1) Tomohisa Watari,1) Atushi Yasuda,1) Sachiko Miura,1)

Takashi Ogaya,1) Munehiro Hatanaka,1) Kiyofumi Ohkusu2)

1) Department of Clinical Laboratory, Kitami Red Cross Hospital
2) Department of Microbiology, Gifu University Graduate School of Medicine

Herein we report the first Japanese case of sepsis caused by Solobacterium moorei, an anaerobic,
non-sporulated Gram-positive bacillus in a patient with terminal-stage laryngeal cancer. A 60-year-old
male was admitted to our hospital with high fever and fatigue. He had a long-lasting medical history and
had a subcutaneous neck abscess. A set of blood culture was obtained with the BACTEC Aerobic/92F and
Anaerobic/93F resin bottles. After 2 days, Gram-variable polymorphic rods and Prevotella melaninogenica

grew from only the anaerobic culture vial. The RapID ANA system indicated that the Gram-variable
polymorphic rod was 91.3� likely to be Eggerthella lenta. The API 20A system also showed that it was
94.2� likely to be E. lenta. However, we hesitated to identify it as E. lenta due to the discrepancies between
results of our biochemical tests and of those reported in the literature. We therefore performed PCR
amplification and DNA sequencing of the 16S rRNA gene of the isolate. A sequence of 1450 bp was found
to be 99.6� homologous to the S. moorei type strain sequence (AY044915), indicating that the isolate was
a strain of S. moorei, not E. lenta. To further characterize the isolate, we compared it with E. lenta strain
(ATCC43055). It was found that they share the same phenotypical characteristics, except the isolate was
negative for the catalase and the nitrate reduction tests, and positive for the a-glucosidase test. Thus, it is
likely that S. moorei and E. lenta would be di#erentiated by these three reactions in clinical microbiology
laboratory.
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