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cinaedi ENEHTH LI DL L, LIFLIER
BEAREEEICBWTIIET b0 H cinaedi DA IR
oINS L AR L LT Helicobacter fennel-
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JEB 2 FEER L 72D THE T 5,
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FFR o gER, BE, B,
BEALEE © 2612 o

FKIGHE « Fad P % Lo

BUREE © W Qe MBS L MR 2N T 5 4E AT K
BRADHEAT SN, EIHEK 2 Wik OB TH
b0 1 H4 H o358, B, LEIHZRO, AR
YEPRDONGZWIzD, 1 A6 HICURELZH L
& 2 A, WBC15500 /uL, CRP11.1mg/dL &, & &
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# 1. ABEEMAT
[2Eqb2#] [1m45] (R —M k] (@R E iy
CRP 111 mg/dL WBC 155% 108 /uL pH 6.0 JR - W - E - Bk R
Na 131 mM RBC 491106 /uL i (=) M B Rk
K 41 mM Hb 145 g/dL &L (+) (77 LIRS ARIEH)
Cl 101 mM PLT 220x103 /uL TR I, (-)
Ca 95 mg/dL TN (=)
1P 2.2 mg/dL EYe (=)
T-P 77 g/dL Tavy sy (£)
ALB 37 g/dL HE 1.030
UN 14 mg/dL 1M Ek (=)
Cr 1.13 mg/dL AN R (-)
eGFR 552 mL/min/1.73 m?
AST 46 TU/L [itit]
ALT 33 IU/L FRIMER 3K
LD 318 TU/L 1L Bk Fert:
T-BIL 22 mg/dL
ALP 728 IU/L SMESL Y kB Y. oM, HFRY
¥GT 369 IU/L NEHR L,
ChE 223 TU/L B MBEL T 3 — :trace MR, WIS 2 3% 7% Lo
AMY 50 TU/L
CK 32 TU/L
PCT 2.66 ng/mL
HbAle 52 %

ME L K ORE RN 21X, H fennelliae OB X 2 Wil ORBEFEICBOWTEEEVW) ZETH S

726

WHIE . yo70) A A 1mg/5l, 337/ —)
BE 77 4 0V1000mg/%1, 7 AEY ¥ 100 mg/
a1, 27FT2T/4552

B s X OFIERE - 2L

ABERE L ARET L KR 37.8°C, iU 134/84 mmHg,
AT 120 [/ 453, BRIE W HE BRIk C 1 Ik B
IEH CTH o 722385 R, 4 I % 520
720 ZTOMITHFRETNEAL Lo

ABERF AT - R1 BLXOR LITR L7,

RS B3R CT BT R Cld, IF3EI8 o density
WikE RO, 72, WAKEE»ALNLE (K1), %
FEVEFERLE I 5 MR 3 WIFSEIIC B 5 e R TR
Rl ENRBORNTH A0 Helk %% 2, MEREER
B, 1 H6HXD cefepime (CFPM) 2 g/%5 2 & %
L7z (M2), MBITHEELZEELTLIHSH
X 1, ciprofloxacin (CPFX) 600 mg/4;2 12 Z 8 L
7o, —BEREL72A, 1 H 16 HICHURE L2, 1
HI12HIZ, 1H 6 HIZERIUL 7= M 22 03 1% & 7%
D, ERICEY ZI LEESEARBEREPEE SR
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7o EBRERE B R0 ML % PRk 4 T W 2 & Helicobacter
B & B IMIEASED I (K 3)e RIERIS T
fE2S %K L2720, 1H16H X ) meropenem
(MEPM) 3g/%5 3 &5 L7ze ZDOHMAL,
JHEFUG S YGEMEIM & 72 1), FEFRIR AU SEPe 5101 19
24 HiE & 3 MU B L7720, 129 HIZIE
amoxicillin (AMPC) 1500 mg/%5 3 @ % L1 $¢ 5- 12 &
BL, w2 H 17 HITHT Lz,

ZoO%2A1 HICERT 2 THRIZAO 2 h >
720 TH 12 HIZHMEE 2 o 2 MR MV X 0 4
MERE ATV, T H IS HICH MR ICEE L& 7
WHRIE, 1 H 30 HIZAEYWREREICIY, B
A H. fennelliae & [FA5E S, SEANESZPEBRATKS 1L 2
H 26 HIZH L7 (3%2),

HEZRE

MR AL, ABERIC 2F IFEMH L X VR b
v (HABD), 93F #txH L X~ K bv (HZA BD)
Zlty Me L, HEMRER2EEE BACTECI240 (H
ABD) T2+t ML, MERZEMG6 HHIC
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39.5 25000
@ CRP
39 -
38.5 20000
38
37.5 15000
37 19 PP
11.1 @
36.5 i B 10000
i = Hh i
i 7% o v &S]
36 T H % 19 4
35.5 A £ B d 5000
7
Z
35 =
Meropenem
34.5 S SO N

—_ o = S
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2. BIRB X Ot
1/06 ML RG22 B IG
1712 MigH 28R ViSRS (77 AR S 2 APIRH)
1/18  J3EER: LIS 7 4 L 2RO EVESR VERERR
1/30  AALER R EMASC € H. fennelliae & [ %
1731 16SrDNA HiZEECHFENTIC T H. fennelliae & [Fl%E
2/26  FEH &S MRS AL A

RFIFEML X VR MV 2R R Y, 75 N7z (3)o Btk E %o 2 MR R B VD &5
LYt (72 AN=G =y A4 | Byt : 727 ¥ VY UVERHOTHEERARERY, Fo1HE=y
v HAKBER) T, 79 ABES AP EEIE S A4 T L — FRMEHERGL (HRRE) FICASH
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H. fennelliae, H. cinaedi 3RV OHEARTH Y, HELS 2WHZENT L2 LIZREETH S

Campylobacter B W 135V HEAERT

X4, MEFERRH ETOHEEER
=y AL T — MEMBFERR M (HKRIE)
35C, MFANARIC TS HIME &

7 4 v ZROWEEVEE
(H. cinaedi £ #3135 2 & IX W)

W THEK L2 BT EE ST AT 4 THD
T ATy IR (SN AL AL, K
FRINZ% LT 35C OB TICTHELZITo /2 L
Z A, BEERAH,S 5 HHICHMERIC T 1 VRO
HEEMEF LR L (K4),

SR EE L 72 W OB FIEIRE S & 59— T A b
WY, L7 =¥ T A MCEEER L (33),
NS OB S S H cinaedi %5\, 7EAY O
(YAA 9 Z A - B A1) 2—) 12X BHEALFENFE
WA % Fh L7z, FIMEIEREH T 48 W2 5 72 Iy
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TR IR S O SRS 2 2 4T o 72 B 22 W 2 A I v
720 TORER, 99% DFER T H fennelliae & [F & &
7z,

BRI T, MEEEECHME L 72 - 720
HLUAYARMVOREER I mL 28R L, w05 8
(13000 g, 143) &, ZOLSITWEBHAKZ 1 mL
WL T3Pk L TS €72, QlAamp DNA
mini Kit (QIAGEN) & Hi\wvwC, &Iy~ 795 DNA
MWL, TN%EDNAF 7L — k& L7, PCR
&, 27f BL UV 1525r DT 5 4 = —~_7 (% 4), TaKaRa
Ex Taq(# #1554 %), ANTP{RE&W, B XU DNA
TY7L— b5 WML, &l 20ul & L7z, PCR
X, +¥—<nH% A2 7 —1% GeneAmp PCR System
9700 (Life technologies) % H\»T 94545, [94TC30
#, 50C30F, 72C14% 30% 4 7 v, 72C7 5 @
FMTBI ol 5N PCR EWIZ, 27, 519r
530f BL U 926f DT T4 < — (F4) #HT, DNA
IR 5E 1X FASMAC 254 B Se R iic &
L7z HONZA4ARKDDNAY =27V AY =K
X, FECHEFEL, 1572 bp @ 16S rDNA Hi LR %
H7zo EIBSERA i a R B 20T D 16
S rDNA g4 % 57— X— A L LTWw5 EzTaxon” T
AR % Heig U 72453, CCUG 18820 (T) #k (772
vy ¥a rIF5 M88154)Y & @ M IFl Pk A% 99.87%
(157071572 bp) T - 720 Tindall 5 DHEVIZIED
%, W—wWHTHsZLEnRTHEERMEZ 97.0% &
LCTHEL-EZ A, Zofi% 165 HiElx H fennel-
liae DA TH > 72,
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# 2. FHNEZMRGAER (B ) *

VB MIC (ug/mL) NGBS MIC (pg/mL)
benzylpenicillin 05 imipenem 0.25
ampicillin 1 meropenem 0.25
sulbactam/ampicillin 1 clarithromycin >4
cefotiam 1 minocycline =025
cefpirome 8 tosufloxacin 1
cefditoren pivoxil 0.5 levofloxacin 8

clindamycin 2

FEANESZ VR © MO R

EHTL =1 F74 7L — FSAFBT34 CRBHMLS)
PR R - 2TV T T a AR CRIMEZ)

BOFS 268 L H IS TR

TR 24 R ICBIR AT, T Y P E -y VI OREEBWIRT T
DB E N F o TR EZIT o 72

3¢ 3. Hericobacter J& W O — 19 720 AL PEIR

H pylori  H cinaedi  H. fennelliae  (AHEH)

v LT — it + - - -
hy T —XEL + + + +
TR % T - + - -
TNHY) T+ AT 7 ¥ —ENKG R + - + +
4 ¥ B3 3 VEEREE K 5 i - - + +
42C COGH - - - -
&z (30 ng disk)

nalidixic acid R S S R

cephalotin S I S S
HEEL 4~8 1~2 2
i B o 1 + + +
T D54 B B B

4. 16S rDNA MEILFHIFNTICH V72T 4 <~ —

TIAR—=% fics) (5- -3) JH & SCHR
27f AGAGTTTGATCMTGGCTCAG PCRBLUVY =7 X 14)
519r GWATTACCGCGGCKGCTG Dt/ S S 14)
530f GTGCCAGCMGCCGCGG V=T VA 14)
926f AAACTYAAAKGAATTGACGG V=T VRA 15)
1525r AAGGAGGTGWTCCARCC PCR 14)

Helicobacter J& W\ k3 % 3 H &z B A 1%,
FEHEAL X N7 D R DT, A B R AR TS BRE
2T MIC 2l L7zo SEHNRSZ RS, YRt
BMIZHAI <A A LT, 7T AT MEREN >
V) — ZEHNEZME (— R - ARRTI AR * o
FOKRIA T L= CHBE (RAFLS:) BT34 &,

WA E LCRSE T VeSS 7T a2 R R
1b5) % F v TH L 72 o AL [ e & kIS,

SYHER & P ML E K C 48 BRI 2 & 72 BRI IR
RECMITRIE 81, FRloEZ el 7L — Mo
L7z BRELZ27 L — ME 35T IS THFREE %%
o720 FIEIXHBEME 24 BERIE 2Bl 2T, 2
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Y hE— VY ZVICHOFEEFRIRT B S
8 H HIZmAFHIE &7 o 720 AIEBIIT I3\ TS 58
255k S N7 Bk D cefpirome (CPR), levofloxacin
(LVFX), tosufloxacin (TFLX) B X U H LI A L
F3 imipenem (IMP), MEPM 1239 % MIC fiilZ,
FhENn 8ug/mL, 8ug/mL, 1ug/mL, B X025
pg/mL, 025ug/mL Th-o7z (%£2),

% =

1984 4F, Fennell 5712 & ) KB REHE O EEH &
HER D Campylobacter JEH L 1Z 72, FEHEICHH
Y55 13 A5 BE S, Campylobacter-like organ-
ism (CLO) & L C#ii &Mz, CLO X E 512 CLO-
1 (10#), CLO-2 (2#), CLO-3 (1 %) IZmsh,
EEELRIC, TAVHY T4 AT 7 7 —EhKRGHE, A
¥R R OVEERRIEIAKR G, T 7 aF DR
T EDEW D & CLO-1 1& Campylobacter cinaedi,
CLO-2 & Campylobacter fennelliae & L CHA%H
Hz2oN72Y(33), BFEICESL T TCLO3 DR
FHR T o T W w28, 1989 4F 12 C. cinaedi (& H.
cinaedi, C.fennelliae \& H. fennelliae ® X 9 |2 % 7%
LHIEITHRA S/

H. cinaedi & H.fennelliae 13 & 127 L7 — B3k
Y, #57—XBETH %75, H. cinaedi i, Helico-
bacter B W OB EEZ K T % 3HEH O I L AT
=)V Z7Vay FEGALBRVI EPRALNTWY
57,

H. fennelliae (S BEEA W TH Y, Campylobacter
fetus LTBRICIBE 2R LT, REASEEICIBT
HMEEGE AR T I EPAMOENTYEY, 4 DIE
B b AR ASHAT S 4, REIHIE 2 IRk L Cw
DERETH -7 TN T TOMIKKYHSBIE H
cinaedi 2SJRRD b DA% \H, L4 Tl H. fennelliae
2 X 2 Mt &G DGR S A S b, HIV EGZ
X 2 AN 4 B O WILAE 17 <2 98 AL 2708 5 b L2 T i
IEZ R D R U 72BN, N T 8 B i 464 £ o BT 9
B 7 s ST b,

AIEBNE, MEREEED S H. fennelliae 23K S,
F72F NS o T IBREIC & o TR LR &
DIERFERDYEDSH SN0 TNEDT EIHRE
KIS % &, H fennelliae 12 & % WIiLAE (2 fE 9 2%
HNBGD GG IR Bib N7z ek, HHFEMIMIZ,
TIERNEEEICBIT 2 ERNEGE LT, £ 6 EHT
WK G- 217572,

MiE SIS D SEARD ) b, Helicobacter
JBWIEHRIC5~6 2 EL, Honu s /-
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EDAEH TRV AP SYOMIFIC X 5 &, H fennel-
liae BEMERRIZOWCOERRTIX, B LEFEEHAE T v
FOTEANY DX D FREREDSLT L & I3
LB EN TV S, SHORERFER, MREER
PV & W78 A F AR OB AL D, g
S ddHsY, SNEKAE, ELFHRET H
fennelliae & [FJE S N7, @I TFHFIRAELO—
D Td % 16S rDNA L F AT 2 Fhti L, 4k
RIS & AR ORE R 2 1572, S0, MRk
&l o FREE TR 2R b Vi 2 AR L7
16S rDNA HEHERLH 2 T § 25 2 12 & ) BSR4
AL, @) PR ELESUSHENT & B REMEAYR
R N7z, BRI CTIIARR QA EZ 0B M % 7R $
IR, TYEY vy - S E—ICHTANHMD
&8, Helicobacter JE W \Z B3 % H 72 2 E 4 HEH O
ERREE Bbhe,

X 23
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A case of Helicobacter fennelliae bacteremia diagnosed by 16S rDNA
using directly-obtained positive blood culture suspension

Chikako Maehara", Sadako Yoshizawa®, Yuto Fukui®, Kotaro Aoki?, Ayumi Yoshizumi?,
Hinako Murakami", Kumiko Yasui”, Shigeru Fukuzawa”, Kyoko Enokizono”,
Waka Imai”, Masakazu Sasaki”, Yoshikazu Ishii®, Kazuhiro Tateda”?,

Kento Yanagisawa”, Ken Sakai”, Atsushi Aikawa”

"Department of Laboratory Medicine, Toho University Omori Medical Center
“Department of Infectious Diseases, Toho University Omori Medical Center

9Department of Microbiology and Infectious Diseases, Toho University School of Medicine
“Department of Nephrology, Toho University Omori Medical Center

A 50-years-old man receiving a living-donor kidney transplantation due to polycystic kidney was admitted to
the hospital due to fever, chilling, and upper abdominal pain. Two sets of blood cultures obtained on admission re-
vealed spiral-shaped gram negative rods on hospital day number six. Film-like colony was observed on hospital
day number eleven and biochemical characteristics showed possible Helicobacter species, which was identified as
H. fennelliae by using api-Helico®. To identify the bacteria earlier, 16S rDNA analysis was performed by using
positive blood culture suspension directly. The results revealed 99.87% homology with H. fennelliae, which was
compatible to the biochemical results. MIC values of isolated bacteria were 8 ug/mL for cefpirome, 8 ug/mL for
levofloxacin, and 0.25 pg/mL for meropenem, respectively. Our results indicated possible beneficial role of 16S
rDNA analysis using positive blood culture suspension directly. It may enable to identify bacteria such as Helico-
bacter species, much earlier than biochemical results.
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