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43k 41X, “Helicobacter rappini” ASEEIN & 72 o 72 BRI K BIRSE O A B % FE8% L 720 FEBNIE 80
WA, B, BEORIR, MR, EET MO0 RZH SNz B CT MAOREE, BYEBRA
BRI DS BEDNARE L 72 o 720 ABEROMERE L ) SEARD 7T ABUARR SIS N, BEL I UL
L PEIR & D Helicobacter J& % %€ - 720 PUWIEIGHE & N LM EHAMIC & » BEEEPLGREL, Z0o#%
A7 L VEMIETIED Zir o 720 MR X 0 708 S 7z Bikk & BIIREIHLIG D 16S rRNA #EAZTFENT O
WEE, EN®WIE “H rappini” EFE I NIz ARIERZERICHEEFES L2 ENTE ST, ZoOBKRBGIC

M3 2HE bR/ THL720WET 5,
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WThY, mnr L7 —YiFHIcE ) BREICAERTAZ L
ST & 5B gastric  Helicobacter & 5 FlEIZAE B3 5 en-

terohepatic Helicobacter \Z533H 3 N5V, #1213, Helico-

bacter pylori 2% LTHB Y, 1983 4£1Z Warren & Marshall
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TR S NVARFRClE 2003 4F 124 8 T D LT BEALRE B A3 &
7=, DIBSRE B R 2E 8 2384 L Tv» 5, Enterohepatic
Helicobacter 13557812 HE A 225 4%, — M= Tk
WREF EDSHEE R R CH D, 16s rRNA B{= TN 72 & 28
HHEEINTWDY, 4, 84 LG R BIIRSE O )5 K B
& LT, enterohepatic Helicobacter % [l L7272%, JEB]
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FAHEEZ Lo

HHTLILVEF—7 L,

WEANERURE 22 Lo

KIEEE - FFit A L,

BURIE © 1B X BFORR, B, A TEHEZ B
L7z 2512, 3 HANCHEEZ ROEROWEN W, 4
be# 2.

ABERE B ARFT R ¢ M 112/86 mmHg, HR$A 98 a1/, 4K
i 358C, Sp0. 97% (room air), MEEBIE I - $kCHE 2%
Lo MEZRUIFTHG 72 Lo SHIRY v 8EICIENEZ L, WY 2k

Z % AL,

A e L A A BT W 0 2k %% 14,700 /ul, CRP 2812
mg/dL CTHRAESIE D TLHEDS I H N 720 Z DO MM TE 4G
Hix, TP 94/dL, Alb 3.3 g/dL, Glu 134 mg/dL, BUN 16.8
mg/dL, Crea 0.6 mg/dL, Na 132 mEq/L, K 40 mEq/L, ClI
98 mEq/L, AST 18 1U/L, ALT 9IU/L, CPK 45IU/L,
HbAlc 56%, RBC 431x10'/uL, HGB 138 g/dL, PLT 29.6
x10YuL T -7z TP L5 AlbEF 2 5Bk - 707
) MR B RE DD D L7z, Glu kR EH LT
WzSHbAle @ EAE %K, BERBOFEIHENTH -
720

WRMRATAT L © B L > b A7 v g S Ml T & 32k
KPS R ONT ) T Z5ghsikeo i, BREN 9E D BEAE &
L7,

BEEBE RS CT Tld, BEIIR I T~ 2R o B R B IR 12
432 mm X 37.9 mm X 46.4 mm DZEIR O BE R KB IR A3 R0
STz RPDONRIREOMRE LA Z - TB Y, YN
KENRIE 2B b7 (Fig. 1),

ABEfl : 7YYy AN Z A3 g 12T
LIZTHBE I L72o ARtk 3 H B3R Am: & 72
0, $EMIT A5 Helicobacter sp. &% Xt 1lg 12
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Fig. 1. Plain and contrast-enhanced abdominal computed tomography images of the case
An abdominal aortic aneurysm of 43.2 mm X 37.9 mm X 46.4 mm in diameters was present.
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Fig. 2. Gram stain image of blood culture

W S e NEET L7z, ARt 4 H H I A T4 & 487 2
1Tolze MrtekoBIZ BIFCT, AR 33 HH2 S, Ktk
BRofREZEB LTI /ﬂfﬁUzlmmg1HZU@ww
ANEE L, HA2WHIBEEE %o 7o BUBEIE — 4 Rk
L, BRIV EEMERLEBELS T E L,

AP R A ¢ ABERFICBRI S M- BRIR MR R 22 2 & v
F4AK%, BDNZF v 27 FX (HEAXZ by - 54 v x>
vy, LWTFHABD) THELZHE, 72HMBIC2EY b
DUFENER P IVDSBE & 72 o 72538 0 275 4 Yeft 3 Bart-
holomew & Mittwer £ (REE(L%) ZHWTIT>7, 58
AIRD 75 NEMERE 2380 72 (Fig. 2). BEEMR bvid
Hi2g 5 H T EOBMHEDL R, ZORETORERD
75 NP CHA R RO o 7B & L, F oW
THNVF v =12 X BEERMB OERIIIT> T v, BT
X0 ERE N2 KBRS D 275 2 Pt A THll 1 13
MR TELd o7,

SrEERAR MR AR & REYIRMHRE 2 B2 L 720 5% %
MiEERH (HABD) % 35T #if5ds%, Faalb—+©
SR (HABD), v r¥uny ¥y —Imigge Rk (H
K BD) % 37C REEA A +KEH A (REEH 2 5-10%,
K F#510%, BEF510%, % #%70-85%), 7+ 7 HK %

KE:H (ECEEE) % 37C Bk + KET AR (RBEA A
10%, K#*%10%, EEF01% LT, &% 80%) D&M TH
ERE R A AT o 720 W ADGIEIEEL, F AR Ek7T -

7o — & — RS IR LER L72RET A 2wz,
FRMEIE IV HSAMERE Y v — 2L, BERY T
EIHOKRER T T o 720 MR BRAORFETIE, FiE
Bgh 72 B A D F 3 I L — MEREH, Fy o ¥uns & —
MEFEREFMEI 7 1 VaRkaa=—, 7 tJ HK %X
BHichan=——%2ER L7z, au=—0r 5 A5MmI,

MEE R & [ D HE AR T AR E ThH - 72, BE
WEAF 5 —¥TA MG, #5959 —ETAMEETH -
72 (Table 1)

Faal— MERKEF Y Uy & —MIEEREE
IZDoWTIE, 7A4Au28y 7R (22 2% 2 Hw
&t DR IT o728 2 A, KETAZBRMLTTH%
B lilEkErHEmsh (Fig 3). FIMEERE O 35T ﬁi‘
RIEERTIE, 120 FHBZOBEP A ON o728, BE L
L &I L 720 RIBRMIR OB 21 & CORM - ST 120”3‘-
%D HEEVRD LN Do Tz,

B TH¥AE Faal— PEREMICET LK
(noe0002) & KBEHARBIHLALZ A L 16s rRNA HiZEFEC51 %
W %47 > 72 QIAamp DNA mini Kit (QIAGEN) # fivC
DNA =i L, 27/1492r ® 75 4 <~ —"% T PCR 14
%17 - 720 #5172 PCR EWIZH LT, Sanger #i2& 5%
FAVI b= TV A& o7z TR —H 511,294 bp,
ﬁ@))ﬁﬁ‘i@‘fﬂﬁkﬁ‘ 513 1,328 bp OIEILEH) A3 S 4, W& X

—3 L Tw7 (GenBank accession no. LC384924 B
J: ZfLC384925) Ju = =755 N0 72E5] %, National
Center for Biotechnology Information (NCBI) @ Basic Local
Alignment Search Tool (BLAST) database % Jl\»CHiE:
L7z A, b —FEWED»>7-DIX, Helicobacter rap-
pini W.Tee-Yu (GenBank accession no. AF286053.1) & Heli-
cobacter sp. CNRCH-2013/518 (KJ534294.1) THH, —%%
FT L BI2997% &, WHREDOHZE b 99% % Lol >
TWizo RIS E D - 72D, Helicobacter sp. MIT
95-234-6 (985% ; AF3369481) B X U Helicobacter canis
MIT51402 (98.2% ; AY631946.1) TH o 720 Ll L OFER X
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0, MR B & G KB IR O KN W % “H. rap-
pini” &L TRE L7z

B85l 1 MALDI Biotyper Compass 4.1 3 & UF BDAL
database (MBL6903 MSP Library ; 7V A —T x/8y) &
TR LY & W T E 24T - 720 I EALO# R,
score value 1.60 @ H. cinaedi T& Y FEATETDH - 72,

HEALER A - API campy (¥4 A 22— - I x3y) |2
T BEZEDHME, Campylobacter lari 99.6% (797 7 £ Vv
2401004) Td o 720 AIEBI O 5 BEW (noe0002) & LR
7% enterohepatic Helicobacter & ®AALZMEIRY % Table
1R,

A &5z V3R - Helicobacter J& W23 5 S A &2 1
AL E N T W W, Campylobacter J& D &
WARAE: (CLSI M45-2) #Z#12 MIC Z e L7z. 4bE
WKCCAAZ LT —F—L72FI4 T b= CGRifLy) &,
Wk E LTI ao— ¥y by 743 V3 CEHMLE)
WA ML TN - NEHFTY X2 PERF CRIFMES) % 1 ml
WIML72d D% H 7z, RSS2 R K T McFarland £
HEEE 1SR L7210 % 0025 ml iz, &7 = vi2 0.1 ml
FTOEM LT L — &2 T RT3y ¥ IR T OMIER S
BT THEELIY I O— VT 2 VIZHORE % 512 Bl
T X 7296 KT MIC 2% L7zc “H. rappini” noe0002
AN Z VRS R % Table 2 12773

Table 1. Antimicrobial susceptibility of “H. rappini”

noe0002

Antimicrobials MIC (ug/mL)
Ampicillin 4
Minocycline =05
Meropenem =0.25
Ceftriaxone 16
Clarithromycin 4
Clindamycin >4
Levofloxacin 4
Fosfomycin >128
Trimethoprim-sulfamethoxazole 4/76

% %=

H. rappini |2 & % B4 RBIIRIE O — B % #E8k U 720 MK
RO & T o IR ETO 7 T 2GR, SEARDM
BWwW7 I ARBURTH o720 —#M % Campylobacter J& X
DL EWIERETH Y, Helicobacter J& D & —3 L
T, 36, FHBHESLHHERO TRROMIKRL Y H
cinaedi % %%- 72, Thin spread colony & M:-EiL5Hq3 FiZ
HVCE R R o R 2 0 = — DIEDS, KETAE
AW RGO F a L — MERRMLE F v 0N T ¥ —IiL
WEREHTRD LN, 72, Fr ¥y & —liEsE
REWEIDFaLb— MEREMTEICEEL, H cinaedi D
REREOFHM"Y EAH L2720 TH A, API campy Tl
Campylobacter lari & W58 2117278, AHK 7S thin spread col-
ony KL TWBEEE T T AGEEHNS C lari IEEWN
L # 272", E% % Helicobacter sp.& OAEALEMEIRD L
BT, noe0002 LEEIZEHTLHDDEah o705 H
cinaedi b L, 7 70 F VEZHO AN R 5T
7z (Table 1) £Z°C, WHi%HEIE570, 16s rRNA
BRI 2 T o728 2 A “H rappini” ERIESI N7z,

“Flexispira rappini” &, S8 ARTHBEOMEL b
s OME O &M E LT, Bryner 512 & D 1986
EIIRIB S N7z, 2O, 2000 412 Dewhirst 5 %7 - 72 16
S rRNA BE AT X Y “F rappini” &, Helicobacter
J& D 10 8L Lo WAz /3 S 7z (Flexispira taxon 1 7225
100®, LaL, EOWHD “Helicobacter rappini” &%
ENBICESH o720 “H rappini” &, BHEIBVWTDH
ERXBEZBE L TERDOOLNTVRWE DD, A0 D5
JEBI L LCOWMEDN 2 HFET 27, wIhbt—A 5
TIZBIT 5 HIV BGIEDO A B BT 2 HIMETH Y, &
DH B 1FIORE (W.Tee-Yu, AF286053.1) & 16s rRNA
BTN T D n0e0002 (2T - 72k Tdh > 72 (99.7%)
HEALZERYPEIR I Urease Bk, Catalase B Ad HiE X1
TW72As, 2N 51E noe0002 & —3 L7z (Table 1)o HEFIE
0/DREL7 ¥y VB HIVIZEYE) <bhh, 2:8H
We S, MR, WHEEZSICHRE < TR, WA, MEiHsAE U
TGS TR S N7z, WA NIEHURE L B & OBMIE L 72 2o

Table 2. Biochemical characteristics of “H. rappini” noe0002 and other Helicobacter spp.

Characteristics I—ﬁor:(%tggz H. cinaedi  H. fennelliae  H. bilis  H. canis  H. pyrori VI\; ?g g 1{{1{1
Oxidase + + + + + + NT
Urease activity - - - + - M -
Catalase + M M + - + +
Nitrate reduction + + - + - - NT
Alkaline phosphatase + F A% NA + + NT
Indoxyl acetate hydrolysis - F + - + F NT
Hippuricase - - - - - - NT
Growth temperature range (C) 35-42 37-42 30-37 37 37-42 30-37 NT
Atmospheric requirements mO2 mO2 mO2 mO2 mO2 mO2 NT
Nalidixic acid resistance? S S S R S M NT
Cephalotin resistance? S R S R F F NT

NT, not tested ; mO2, microaerobic conditions ; F, 6-29% positive ; V, 33-58% positive, M, 83-93% positive ; S, susceptible ; R,

resistant.

a Resistance was tested with a disk containing 30 pg of the antimicrobial.
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Fig. 3. Aspect of Helicobacter rappini colonies
Colonies on Chocolate agar medium (1) and Campylobacter blood agar medium (2) under microaerophilic conditions with (A) or without
hydrogen gas (B).

720 MER:EEAS 5 HHIZ “H rappini” 23708, ¥ 7
O U 5T 24 RERI LIS S8 8, FHRIEE L Cw
o COMEIWIBITE D) 1B OR K (W.Tee-Bat, AF
286052.1) 1%, noe0002 3 X ¥ AF286053.1 & & — 3 HE A%
NENIT5%, 977% THY), LB THLrLEZLN
720 BLAST f##H7C noe0002 & M—RfE L Z 2z S 9 —
DOWMH (CNRCH-2013/518, KJ534294.1) (XML 28 5 5
DEES N T2, TOMDTERIZAH SN T Wi ol,
“F. rappini” & L COREMHREZ, 26dH > 72005, i
b 16s rRNA BIETHTCTIE, noe0002 & DAL 98%
KilETHY, NHEICHHINIREDDTHo2LEZD
7z,

“H. rappini” OREFIHE I ARGV 2HHE 256 2 & Hh
5, TOKRBIIOVTIERZH S LTI R\ Biabo 161
B, REREOLVRABEICBIT2BAMT - 7+ —
AARWORMIETH Y, REGNL, REFEAEOLVEERL
PR BT 5 &GV RTIRE - WIE Td o 720 RIEG] T,
ER 7 G RBIRIGDSERD SN2 & h s, —HMED BRI
SED & WEAE DO KREIIRIEC “H. rappini” PNESE2H# I L2 &
M SN2 FERHE DI Z W H. cinaedi JEGHIEIZ B
Wi, BEDZ IRy M OEMIBLRD - 72 & OHfiEY
W& AHH, “H rappini” O 2HERIEE BTy b OFFIX
%M o720 72 H cinaedi JEGHEB O 17% TRk %= &
SR ZED Db EENBETDS, 29 & I
REAERIZFED 519, H cinaedi JEHWIE & D BEIRIR DA
EN Y

JEGMENEEB R BRI (X 2 KRBV 1R D 05~13% & Sh
S IRV DS, FERIETERD 235~37% LM s b
TFHARBEETH 27 HNE & LT, 7 P73k 20~
30%, HSHERKE 5~10%, YIVEART 20%, KIEH 5~10%
HENLVEINTE Y™™ Helicobacter B3 TH 5%,
“H. rappini” & %\ & “F. rappini” 235K O &Gtk K Bk

BELTIIHROIEB L Z 252 5o

4lFk 21, 16S rRNA #5 R ICE > T “H rap-
pini” &% L72A%, Solnick, J.V 51%, 16S rRNA &z T
BARIRNTE Helicobacter JBIZBWTH L NIV F CTO 1457
FENRTERWIFREMEZRIELTBN?, 23S rRNA &7
J NEFT R &0 16S  rRNA DA oRIE T EEZ MWL Z L b
WEEEZOLNDY, Lz >C, #H\Z “H rappini” &
ENTELBEMEEDTEY /) LN & D, ARFEF O Rk
EWMRET HI2OOWMIEERIT) FETH S,
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A case of infections abdominal aortic aneurysm and bacteremia due to Helicobacter rappini

Hironori Masukawa", Yasufumi Matsumura®, Takanobu Aoyama”®
"Department of Clinical Laboratory, Osaka Saiseikai Noe Hospital
?Department of Clinical Laboratory Medicine, Kyoto University Graduate School of Medicine
?Cardiovascular Surgery, Osaka Saiseikai Noe Hospital

We report a case of infected abdominal aortic aneurysm caused by “Helicobacter rappini”. A female in her 80s who had fe-
ver, anorexia, abdominal pain, and left lower back pain was admitted to the hospital because of suspicion for infected abdomi-
nal aortic aneurysm by computed tomography scans. Blood cultures obtained on hospital admission grew spiral-shaped,
gram-negative bacteria. Helicobacter species was suspected due to its shape and biochemical characteristics. She received
antimicrobial therapy, underwent artificial blood vessel replacement, and discharged without any recurrence for at least one
year. We identified “H. rappini” by 16s rRNA genetic analysis of the bacteria isolated from blood cultures and the infected
tissue. This species has not been formerly accepted and its clinical presentation is rarely known.
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