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Corynebacterium ulcerans 1% , 1926 4E\Z Gilbert &

Stewart & 1) #0583 72", AKRifElL Corynebacterium pseu-

dotuberculosis % Corynebacterium diphtheriae &, 7 L
T —EHEARR 7 3= VR OHENTE SI2HBDb
57, MWEHOKRY A MBS N e o7 D1,
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ZEWIE, A X, A3, T ¥R EDKA LB &G
HiE R AL IR G E 2 2 37 NI B IESHE DR TH 57,
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cerans |2 & % PR IEA % 580E L 720 &Y & LT
LENHTE L TWD S 2 E DR TORTAEIED D N2 Bl
T 5,
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PEAERE - JEI22 L

BURIRE & ABetaftdh « B 4Eands & 7 KBRS K8 IR % |
L, WREMTH - 72AE LTz B0 R A I~
o) R, HEOENTHAI6LEZHELTBY, T
EEFTOTICHC TREEROMNEZTo T, 201X 4E
6 H X HIC{HELE OBIIER A & o i Atk F & 38 a%E
AL, MBEANRE SNz, WK, AARBRICEEZ IS cm
ek B iR 2 520, AAAE, R EMESE b LT
LR 7 7200, W H, MEEAS 1 em B LCURBRL, ES
YIBRERAL I N T HERZ IS CTHE L7z TATY H 25 3 H I cefa-
zolin (CEZ) 251 gx2 [l/H$%5 SN ize TR O Bk A
X0 HE 8 IR e KRR L T S 7z B9 IRH LS
RAIERR ISR EZ R L2720, RIS R %N fTHb I, Es-
cherichia coli 733 BESN2A, EHIREIEMEZ <, AL
WUE O A CTRIBFRRRIE Z D e o 72720, PURiSiGHIZ
g, 5169 HICEPGRRE & 7 o 720 ARl BEh o4
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BT °C
CEZ 1g X 2/day CAM 200mg X
, CEZ 1g X 2/day | 2/day
39 Wound culture Wound culture Wound culture
E. coli C. ulcerans negative
. l 111 !
37
/
36 Ambulant
treantment
35
dayl day2 day3 day7 day9 day10 day14 day16 day25 day28 day35 day36 day37 day38 day39 day40 day41 day42 day43 day49 day54
admission discharge admission operation discharge
and operation | | | ” |
dayl day2 day7 day10 dayl4 day25 day49
CRP(mg/dL) 0.25 0.382 4.088 1.622 0.163 — 0.018
WBC( X 10%/uL) 5.74 12.39 7.25 6.85 6.78 6.81 4.27
Anti-diphtheria toxin
neutralization titers (IU/mL) 1.33 0.664 0.664
Fig. 1. Clinical course

259 H & 28 9 HIZ, AUFRIEE O B A 220 70 fk ol il 53
O B TRIE OB M S N7z, 5 31 9% H 124 25, 28

W HOBARD D B-iEI % R ¥ 5 — ¥k Corynebacte-

rium B 27 5 A EMERLE (GPR) M &7z, 45359 H
VAR BT ARE L 72 BICHAS TR L 72k 22 5 B,
OO IR Z R TR S Nz B HAT DAL
DFAMMIPINTE L LCFM4H (36 H) 22548 389K H
D3 HMCEZW 1 gx2ml/day $¢5- 3, %3905 41 9%
H @45 #2 3 H M 12 1% clarithromycin (CAM) 2% 200 mg X 2
[fl/day WIRFZ G- S 7z 55 38 W HICHEDORE, Y75
TEREAYED C. ulcerans L HIW L 720 BN TH -
72h%, V77 7EHREA Co oulcerans OIEMIKAL TR %
EDRBEBAREE L, REMBIEE WM BIZRTH 5 54 43
I I S RAIERRE S S 728, C ulcerans % & oMIAE
RO REDPoTe VTTVT T 0 F Y ERIBIIAWTH - 72
A, M1, 25, FA9HOBEOY 757 THEENE
EEMHTH o720 —HOEREEMHIZ C. ulcerans (2L 5 Y
TTFITHERERET B2 L3k, MEZAIRL 5 N
FZ AR S LR L% B - - 0B RIFTH Y, 45495
FICEEPOREE S 7z, BRESR % Fig. 1, Fig 213K,
YR © C. ulcerans DIEFIRAICHE T 5 kAR &
5, BYRE LTEREPHE L TCWA R EE, HBEES5H
BRICEHTBOAL T 6 ILORREHEZIT o720 A T1F 34EHIC
Ny bvav T, MARLEERERD S EBLEEICHED 20
7otk BECENORTHTE LTB ) IEBo B Biss & %
filid s Lidmho7zo 6 VL 4 PO ERMGREEE, Sk, IHEE
NOMEE AT T TRILL, WEMELITo 72, TOMKE, 1
PCoD G e & IHBEA 5 C. ulcerans 235 BESN7ze DA 21
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Bl 7% EORIERIZ B D o 720 FRY 2 IEIEHEARETH o
1272 DAENIAT 2 e dr o T2

HEERIRE

1. BHBRE

BIMR & EE D 7 5 2 Y3 N — I — 3 (RLS) T -
720 #5259 H oMfkiE GPR2+ (F&EGH V), HIMER4+,
ARIMER 4+, ERZ 1+ 28 65N 7z. 4 28 9% H oMk iZ LBk
3+ THh o 725K ITFED T, 4 359 H DMK IE GPRL+,
HIER 1+, LR 1+Thotze BHED T T 25 i Co-
rynebacterium $:® GPR T& - 7z (Fig. 3-A) o

2. FEEEE

BRARIZ LM S KB (HKEE), FaaL— MER
Fiib EX (HK#E) T36T kM7 AR #E%, BTB #RE;
o (BRIE T ) T 36TC RAREEITo 720 TOME, &
25 (day25), 2835 H (day28) Otk 5 & 18k, #5359
H etk & E &R O F 7 5 K/ 2 B (day35-1, day35-2)
Dt A ¥RD C. ulcerans A3 S M 7zo IEGLIINA TlIMik
FRIT & 72 4 VErfr 1 PE(No.3 F 2 ) D &P, IHEEA S C. ulcer-
ans V350 HE S N7z, 24 R RS 214 0 F MK I8 K EG B oo 4
#IEF< piEsIMm L7z (Fig. 3-B, C)o

RGO & T HROMMAKIL, IERREEmE LTI ) T
Fr—AVA5% Y VIMHERER (HEXZ -
T4 v ¥ Yy HABD), #BIREH & U TR BRI
TV VRIS I JE KB 1T 36°C 48 MR K&K Lo itk
BEARINIL 7 v )V BRI M S8 KRs b, BEEFRZ WL,
dextrose-sucrose-starch (DSS) ;i C 27 )V T — A 53 fif h D
A 70— AIMREZEIRLIZEHIZOWT C. ulcerans %5tV
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Fig. 2.

A: Left femoral basal cell carcinoma before surgery on admission (dayl)
B: Postoperative wound findings (day14)
C: Findings of wound at the time of skin grafting (day36)

Arrows indicate swiped colonies.

Fig. 3.

A: Gram staining from colonies (X 1,000)
B: Colonies of Corynebacterium ulcerans on 5% sheep blood agar after overnight culture at 36C under 5% CO2.
C: Colonies showed weak hemolysis when exposed to light.

FROFE & AR R E 1T - 720

3. AEHRE (Table 1)

V—F VRETOREIX, ATy 27 2 (EF A1) a—-
VU tk) @ ANC[FEH — FTIio7ze DR, 425
(day25), 284 H oMtk (day28). 4 3596 H o kitkiko

K% (day35-1), »IHINRMRIE C. ulcerans [FERES 98%,

%5 35 7 H OMRH kD /NEE (day35-2) Tl C. ulcerans
& Arcanobacterium haemolyticum %% 50%/50% Tll%E &1L

7205, h 5T —ElBEETHY C ulcerans & FE L7z
SEMDEALFEERREE S 7 5 — R\, v L7 —%
RBIIIR R R (GRIHMEE) TR, AR R CR
BIZRT AF4 7 NTA4 I ey b (FWHLE) TR W
CAMP A3, CAMP iAl%lZ CAMP inhibition SUGA%
RS N7z

BH, 7¥aV AR (EX A a— - IVyi0f) Tlda—
F 0111326, [E%EME=E 99.7% T C. ulcerans & A€ SN 7zo /N
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Table 1. Identification and diphtheria toxin gene results of Corynebacterium ulcerans

Clinical isolates day 25, 28, 35-1, 35-2

Cat isolate

Phenotypic characteristics
Urease

Nitrate reduction

CAMP test

Reverse CAMP test

+ +

CAMP inhibition CAMP inhibition
+ +

Commercially available kits and automated methods based on phenotypic traits

VITEK 2 (Identification probability)
Apicoryne (code, Identification probability)

C. ulcerans (98%) **
C. ulcerans (0111326, 99.7%)

C. ulcerans (98%)
C. ulcerans (0111326, 99.7%)

MALDI-TOF MS
MALDI Biotyper * (score value)

VITEK MS (Identification probability)

C. pseudotuberculosis (1484 ~ 2.124)

C. ulcerans (2.325 ~ 2.504), C. ulcerans (2415),

C. pseudotuberculosis (1.484)

C. ulcerans (99.9%) C. ulcerans (99.9%)

Genetic analysis
Partial rpoB gene (406bp) (homology for type strain)
Diphtheria toxin gene (1683bp)
MLST ST

C. ulcerans (97.3%) C. ulcerans (97.3%)
+ +

2 2

C. ulcerans: Corynebacterium ulcerans, C. pseudotuberculosis: Corynebacterium pseudotuberculosis
* MALDI Biotyper could not differentiate between C. ulcerans and C. pseudotuberculosis.
** Day35-2: C. ulcerans/Arcanobacterium haemolyticum 50%./50%

+ : positive, — : negative

'_U.IJUS —
Corynebacterium diphtheriae NCTC 13129

tox0510

toxDOGO708

toxCat No.3

toxClinical isolate day35-2

toxClinical isolate day35-1

1000
toxClinical isolate day28

toxClinical isolate day25

toxDOG0804

997
toxDOG0803

Fig. 4. Phylogenetic analysis among species of diphtheria toxin
gene sequences (1683 bp) isolated from Corynebacteri-
um diphtheriae and Corynebacterium ulcerans
The numbers at the nodes are confidence levels, ex-
pressed as occurrences per 1000 bootstrapped re-sam-
plings. Bar, 0.005 substitutions per nucleotide position.
The types registerd with GenBank are as follows:
DIP0222 (Corynebacterium diphtheriae NCTC 13129),
AB304280 (tox0510), AB602355 (toxDOG0708), AB602354
(toxDOG0804), AB602353 (tox DOGO803).
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17927 MS(EFRAVa—--TxX0% 54759V
30) XF A L7 FARATHETI, §_TCHEHEZE 99.9%
T C. ulcerans TdH o720 MALDI /N4 F & £ 28— (T )V H —
54759 ,3—3 3 ¥ Biotyper30) X, =¥/ — ) -
TR CHE L7z Z0fE%, C. ulcerans (score value
2.325~2504) & Corynebacterium pseudotuberculosis (score
value 1484~2124) HMESN, #EHITE%Lh 5720 rpoB
BT O IEAESIPED: (406 bp, LT, partial rpoB
HIZF)1E C ulcerans H:#ERRE & OMFEMEAT97.3% TH Y,
C. ulcerans &A% L7z

4. BIZFHET

HREEMTY 7 7V 7THEFEELET (1683 bp)'" % PCR
THtEZTERBIC Y — 2 TV AT LTz V757 7THFEE
fr 13 Clustal W 2 I W T B & (neighbor-joining
method : NJ #) 12T bootstrap 1000 [8] TR BAHENT L 720
V7 7)) THEERRET ORI OF R % Fig. 4 1277,
SRR & A T BHSERRIZ partial rpoB =T (406 bp) 7
LNCY 77 THEEE T oMY (1683 bp) (X 100%
—3%, Multilocus sequence typing (MLST)®i&, atpA, dnaE,
dnaK, fusA, leuA, odhA, rpoB D 72D A F —V¥
YU BRTTITY, BEHRARE & T HERIE ST2 T3
L7z

5. EXIZESZMHER (Table 2)

FEHNEZ R 5 4 7 L — b CEAFMEE:) 2 v, Clini-
cal and Laboratory Standards Institute (CLSI) M45-A3
WCHL T, Ia—I—b by 7A43 >y HUE CRWHMLF)
WA NLVT PAES T 25N L T 35C 24 R RAUR 2%
WHE L7z ik SNz Bk C. oulcerans 4 ¥RE A T
* 1 ¥k A KM RER (MIC) &, benzylpenicillin (PCG)
(0.25 pg/mL HiH]), ceftriaxone (1 pg/mL &), erythromy-
cin (EM) (=006 ug/mL &), clindamycin (CLDM) (2
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Table 2. Antimicrobial susceptibilities of Corynebacterium ulcerans
Clinical isolates day . Clinical isolates day .
N 25, 28, 35-1, 352 Cat isolate L 25, 28, 35-1, 352 Cat isolate
antimicrobial - - antimicrobial - -
agents MIC mtgr— MIC Inter- agents MIC inter- MIC Inter-
pretive pretive pretive pretive
(ng/mL) criteria (ng/mL) criteria (ng/mL) criteria (ng/mL) criteria
PenicillinG 0.25 I 0.25 I Eryrthromycin =0.06 S =0.06 S
Ampicillin 05 0.5 Clindamycin 2 I 2 I
Cefalexin 1 1 Vancomycin 1-2 S 1 S
Cefotaxime 1 S 1 S Rifampicin =05 S =05 S
Ceftriaxon 1 S 1 S Linezolid =1 S =1 S
Cefepime =05-1 S =05 S Quinupristin- =05-1 S 1 S
Dalfopristin
Imipenem =05 =05 Ciprofloxacin 0.25 S 0.12 S
Gentamicin =05 S =05 S Sulfamethoxazole- =05/9.5 S =05/95 S
trimethoprim
Tetracycline =05-1 S =05 S

S: susceptible, I: intermediate, R: resistant

pug/mL H), vancomycin (1~2 pg/mL &) TH o 726
6. D7 TVUTHERREM (Fig. 1)
BEMFOY 7 7)) THaHERAEOWMEE, 41, 425

55 49 5 H o [ M 2 B3R et TRlsE L7229 T ORER,

19 H 11X 1.3310/mL, % 259 H 130664 TU/mL, 45 49
W H1Z 0664 TU/mL Tdh - 72,

% =
C. ulcerans JEYSEIZ LRI REE DL L OB R FE &
DOFMIN & B IRGFI D — T D o 7270 FAEZBNTH A

R A AN D DREGH D v, ENIZBWTS C. ulcer-

ans JRYIE 25 IEBIDZ K H R A I~DOfER ) 2, HET
A XRF2ADOFEE LTV EA5Y, b hADEYEF L
LTA XRATAPEELEZZ OND, ENORETICINE X

n7z4 X, 2a® C. ulcerans FHEHF1L, 1 X 20~79%"",

4 2 59~78%" L OMENDH L. SHOFHERIIBNTE, &
FHdRRE A T HFHRD partial rpoB @iz TEY], V775
) 7 HBEMETES, MLST 28—3% L7, BLEns, 4
FAEFTTICAIIRE L T2 b DO EZE KPR L7200
R EZ DNz, 72721, BFE0BEFIIHRA I~
R ) R EOWMBELH o7 b2 E2DE, BRAINDS
AR L 7AW 2 0 A IKHEF L 2R Mgl T &
T, BEIE, BEEZOMKE LTARIT LEML-ES,
Witk OARBHEHFRFICIZ Lo 0 & FiEAE21TH 2 L 2igE
L7z

5525 % H OO BRI mEk 4+, GPR 2+ (&
fT£HY) THY, C ulcerans VEHNKHTH 5 Z & ATRIE S
N7z A3 WHWH DOMIKAT C. ulcerans AL L 721X
Rz DB DOAERT 7)) — B~ v B IO, KRR BRI
FFBiHWT CEZ & CAM 25370 b2 bz,
F72, MHOY77) THERPUREE 1R H & L TH
25, FAYFHH T 1 EETH YV WEFEDOHHELEZZON, A
B ERERO R 57205 WFRICBWTL Y757 TH
FowHIPifkE LCH4% 01 TU/mL L EORETH - 720
D Eosnrs, REBFIEBRTICY 7 7Y 7THIERZ R

T LiERL, AlEREOATRBIIRIFCH-o 2L EZBN
%o

AE B 2 ML %8 K15 H © Corynebacterium B0 %35 73
38 L, Streptococcus agalactiae FEEEDF\ p-iAIL (Fig.
3-C) #R L7728, C. ulcerans #5545 v 7 2 THE
L720 C. ulcerans OEMPEIZEG <, HITHES v & fak
ENDDOTHEEBRVBEISLETH 5o o KR ECHINE T
BORAIERRE I C. ulcerans DANFKHE L, P-iAlll L 747
TR SR 2T T 5DIEBNES ThH -7z, WH, ¥
7 7 ) T RRAEAR O G52 I3 W e R WA BH o I 2 b KL C R AR TR
OFPLRE W, FETLLERDY, WEHLR EOBE
WG, BEHBRICOWTHYE L OfEHItE A E
Blhbd, =T, AMBIHETY 77 7T REEH T LIk
LW, Gl nz4%0 5 C ulcerans 238Eb 72 HE12
1%, C. ulcerans d C. diphtheriae L RFRIZY 75 7 HH%
FREAEL, V7T THERERITEAVDL L, BN
T 77 TRIESYERE IR T B9, KLBE, RATEIE % fE
IFTBIREWER, MWy 77 7 L ARSIk R
S S ERBEBICEMIER, A X, 23, Y REDE
B, IO W CEMICHER T 2 L8 7D 5.

V757 THEEA W 2L Corynebacterium  diphtheriae,
C. ulcerans, C. pseudotuberculosis ® 3 Bifih d 5, e
SiE: FZ C. diphtheriae YNNI Y 75 ) T HFEEEMTH o
THREARTIE RV, 2D 3 WA LA MEIRICE 5
#&, C. ulcerans & C. diphtheriae ®#HIZ L7 —¥,
SR ICER, T T AT 7 ¥ —ENERHTH Y,
C. ulcerans & C. pseudotuberculosis D#pNE 7 ) a—47 >
RN T—=ZAPRHFHTH 2P (Table 3),

SRIOFERNS, —BRELTHASNLEAES Y b - %
BTHLTEI) R, N T v 2 557 v 27 MS, MALDI
NAFZ A X=1ZwIFNb C ulcerans DFRIEICH T TH >
720 72721, DTFTOHICBWTHEENLETH S, EHST
OFETIE C ulcerans S5 ¥R AT E I Y A THY) a—
VB % 7R L C. pseudotuberculosis & iR[AlE ENTz7-80,
partial rpoB BIZ TN SLETH o7z MELTEBY, i

HARRRIR A F 238ERE Vol 29 No.4 2019, 29
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Table 3. Characteristics for differentiating Corynebacterium ulcerans from Corynebacterium pseudotuberculosis and Corynebacterium

diphtheriae
. Alkaline . Acid production from:
Iﬂ%lpo- Urease phospha- I\gtra‘ge CAMP Refer-
philism tase  reduction Giycose Sucrose Trehalose Glycogen Teaction — ence
S B _ no CAMP
Clinical isolates day 25, 28, 35-1, 35-2 + + + data + inhibition .
this
. B _ no CAMP  case
Cat isolate + * * data * inhibition
_ _ B CAMP
C. ulcerans + + + + + inhibition
. _ _ B _ CAMP
C. pseudotuberculosis + A% A% + inhibition 19)
C. diphtheriae biotype gravis - - - + + - - + - 19)
C. diphtheriae biotype intermedius + - - + + - - - -
C. diphtheriae biotype mitis and _ _ _ /o i _ no _ _

belfanti

data

* C. diphtheriae biotype mitis is nitrate reductase positive, and C. diphtheriae biotype belfanti is nitrate reductase negative.

+ : positive, — : negative, V: variable

BOLETH D, GMl, A5 v 2T C. ulcerans % [AlE
T&727% C. pseudotuberculosis 7 — % ~N— A DS KN
D7z, C ulcerans & RV REIIAWTH 5. F 72,
MALDI /N4 % % 4 73— matching hints (2% C. ulcerans
& C. pseudotuberculosis DR TH 5 & ORI DH
L7280, MEIZXBENPBNETH S, ik MALDI-TOF
MS THlET 25 287D %, 50~70% A3 KV — LKy »
X7 THVY, C. ulcerans & C. pseudotuberculosis Tl 16
S rRNA #E{ET- OHFEMEAD 99.7% LD TEWdTH 5,
—J, N Ty MSIE, EF AV 2— - VxR rmE
D BinfLIZ X 2FHEIC & D WO EAFIT 2T 5T o 72
¥ C. ulcerans & C. pseudotuberculosis DR AW T
Db, UbEnrs, 7YX, NAFv s 2, MALDI /°A
* % £ 73—"T C. ulcerans % i€ L 723541% partial rpoB &
BFICEBAE DT HRETH 5,

SHOMETIEY 7 7 THREE BRIk E £ 2
PR T 100% —3 L7ze 72, BEEo e FHkK C ulcerans
(0510 K4 *? B X4 Xk C. ulcerans (DOGO708 KB)*
DT 7 7Y TEHFZEOEKERS] L 100% —FH L Tz (Fig. 4),
COFERPSEEMITA X, 23, & bR TRH—EDILH -
TWL I LR ET2b0LHEE SIS, )i, C. diphthe-
riae NCTC 13129 ®EAT 2 V7 7Y THRY & S hl ik S
N7z C. ulcerans DFELET AV 77 1) 7H#OEILETI O
A% 951% (data not shown) TH 0, Zfik (Fig. 4) »
5HH—mE LTV, 72, C ulcerans DFELT 5
Y75 7#H#EE C diphtheriae & V) b MNaFHED Il 23K
WETAHEDHBY, T, #BFED C. ulcerans JE:
SEDESEL LIS L, BRI VOTIERWREEZS
N7z,

A &2 ERERIC BV C, PCG & CLDM IZH R % /R § kK
bROND, ZOMB-527 5 2%, ~rusf FREE
T RTEMETH - 72 CLDM e L7z 45 #k 3T 8
R S E % R L2 D %, B3RO EM CiE %2 R L
T2 4 & 5 720, CLSI M45-A3 21230723 A &%
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VERERZ4TH) S EDEETH o

FERMAICBWT, B RICHE LW 2 HW T 5 0062,
FLZORELDOLRVETHEL TRET 2252 RET S
DR A WA CT& %, Corynebacterium spp.%
AR EHW L, HRFAZOATHAEL N VOREN SN %
Fiug, C. ulcerans 3 EN 5 Z Lz v, BAINMT %
Corynebacterium — spp DL D AR W & &t > T B
Xy NCHETLLENRD D, TO70, FERMA R
TR H VA ORI D b A A, B EIHENZERT O
I BB E A S L (Infectious Agents Surveillance Re-
port : TASR) % i D JEGeIE O 1F ik A L T B HiE
W be Tz, REAHHES N2 R 2 0 U CENS
BAEMORM R, fF T 285 & o RREERELY A0 %
BRI L & DICHED TV LED D B,

& E

C. ulcerans \Z & 2 PRS2 SHAE L7228, Y77
TRIERA BT 52 LR, ARG A TAIBHG IR %
E723 2R, BUFARRME NS 72 —ER 2 FE5k L 720
MLST, Y77V 7HZBEETOHED S, C ulcerans 1
iVt BEBCARPEEIR L L EZ Oz, BAIN %
7% Corynebacterium spp.DHEFEDHEIZIIARE 2 ZRE L,
WL XVOREEIT) LEID 5,

FIZEHER - &L
X ik
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A case of surgical site infection after resection of left femoral basal cell carcinoma caused by
diphtheria toxin producing Corynebacterium ulcerans due to horizontal transmission between
patient and cats indoor breeding

Michiko Furugaito” ?, Chihiro Katsukawa® ¥, Masaki Karino”, Sato Morikawa", Kaori Eguchi”, Motoi Nishio”,
Tomoyo Sakaguchi”, Koji Utsunomiya", Hirofumi Toda"”, Hiromi Matsuura", Kazushige Maeda"”,
Toshihiro Yamaguchi”, Kenichi Nakae ", Toshinori Kamisako®, Ken Kikuchi®, Hitomi Nakao?,
Makoto Yamauchi®, Koichiro Yoshida”
YDepartment of Central Clinical Laboratory, Kindai University Hospital
?Department of Infectious Diseases, Tokyo Women's Medical University
?Division of Microbiology, Bacteriology Section, Osaka Institute of Public Health
" Department of Veterinary Internal Medicine, Division of Veterinary Science, Graduate School of Life and Environmental
Sciences, Osaka Prefecture University
?Department of Clinical Laboratory Medicine, Kindai University Faculty of Medicine
9Department of Plastic and Reconstructive Surgery, Kindai University Faculty of Medicine
?Division of Infection Control and Prevention, Department of Medical safety management, Kindai University Hospital

We report a 70s male patient with surgical site infection caused by diphtheria toxin producing Corynebacterium ulcerans
after resection of left femoral base carcinoma. He did not develop diphtheria-like symptoms, and the clinical course was good
with wound cleaning alone. C. ulcerans was isolated from the nasal cavity and pharynx of a cat breeding indoor, and both
strains belonged to multilocus sequence type ST2 same as that of a patient strain, means that C. ulcerans was horizontally
transmitted between the domestic cat and the patient. Corynebacterium spp. does not usually identify as species level be-
cause of non-pathogenic commensal bacteria, but species identification would be required for colonies showing B-hemolysis to
consider Corynebacterium ulcerans.
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