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755 P. aeruginosa isolates

MIC screening

709 CAZ < 16pgmL

P. aeruginosa isolates

46 CAZ = 16pg/mL

P. aeruginosa isolates (5.9%)

PCR screening

41 carbapenemase producing gene

negative Paeruginosa isolates

!

l

2 blaggs., carrying P. aeruginosa isolates (0.3%)

mCIM negative/CIMTris negative

1 blaggs s carrying P. aeruginosa isolates (0.1%)

mCIM negative/CIMTris positive

2 blayy., carrying P. aeruginosa isolates (0.3%)

mCIM negative/CIMTris positive

Fig. 1. A flowchart of carbapenemase producing gene screening in this study
CAZ, ceftazidime. mCIM, modified carbapenem inactivation method. CIMTris, modified carbapenem inactivation method, Tris.

Table 1. Clinical microbiological and molecular epidemiological characterization of Pseudomonas aeruginosa isolates carrying blaces type

. MIC (ug/mL
Isolate v Specimens  PlAGEswe  mCIM - CIMTris \popn  pop (ng/mL)

no. sequence  (mm) (mm) CAZ MEPM IPM/CS AMK CPFX
163122 2016 Bedsore blages1  Neg. (20) Neg. (22) ST235 20558 =64 1 <025 16 =4
16339 2016  Ascitic fluid  blagesa  Neg. (19) Neg. (21) ST235 20558 =64 1 8 16 =4
17-003: 2017 Bedsore blagess  Neg. (21)  Pos. (6) ST235 20558 16 =16 =16 16 =4

a, Isolate n0.16-312 and 17-003 are same patient.

CAZ: Ceftazidime, MEPM: Meropenem, IPM/CS: Imipenem/Cilastatin, AMK: Amikacin, CPFX: ciprofloxacin.

Neg: Negative, Pos: Positive.

mCIM: modified carbapenem inactivation method.
CIMTris: modified carbapenem inactivation method, Tris.
MLST: multilocus sequence typing.

ST: sequence type.

POT: PCR-based ORF typing.
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Investigation of the prevalence of blacks genes in Pseudomonas aeruginosa isolates
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We investigated the prevalence of blagss genes among 775 Pseudomonas aeruginosa clinical isolates. In this study, P.

aeruginosa isolates resistant to ceftazidime (MIC = 16 ug/mL) were evaluated for the presence of genes encoding blaces by
PCR. Overall, 3 of 775 (0.4%) clinical isolates obtained from 2016 to 2018 harbored the blacss gene. These three isolates were
found to carry the blacss: and blacss by genome sequencing. In MLST analysis, all of these isolates were of the same se-

quence type, ST235. In PCR-based open-reading frame (ORF) typing (POT) assay, these isolates showed the same POT num-

ber 205-58. This study revealed that the prevalence of blacsss remains extremely low at 0.1% among P. aeruginosa isolates

collected at our hospital located in the southern part of Osaka Prefecture. Because the blacss genes may spread by horizontal

transmission of plasmids between different bacterial species in clinical setting, monitoring trends for blaces genes in diverse

species is considered to be vital.
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