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LN, FPURRED 2 Lo - o PSR 513k T & L,
LA L 4 A EERIEL M) 39C Ao ERD, |
LEHRA 7 — 7V (CVC) X 0 1 kv MG FERE, CVC
Wk Sz, OO R RIGAR 398C, ML 84/48
mmHg, k#7196 |l/55, Ik 30 [l/45 & quick SOFA @ 2
WHH 23D, BIESSEbN Tz, T2MmERTd, A
MmEk%x 36,800/ul, CRP 2.8 mg/dL & e SIS D ILHEDTH 5
7z (Table 1),

[R#EE (Figure 1) : CVC & 0 #FRIN S N MR AR
WEH kL, 79 207 FYERE BB S hiz, 72
HEEN7z CVC i D BIRT S MERIC 7 T 2Bk B3k
WosEg s, FLEIR S 7 — 7OV B i &4 (CRBSID
DEED NIz, FEEZRIO- DKM X 0 MEEE 2 £y M
L Vancomycin (VCM) 1 gx2/day 25BE S L 7zo [A) E M
HOWER, WD S condimenti LWL, X 5 IZFAKZ
PERBE DR, Oxacillin (MPIPC) (ZJ&ME% 7] L, MSCNS
LR &, Cefazolin (CEZ) 1 gx4/day ~PLH DL H
EAT o 720 BNICERIUE M7= A4 o ML 28 B TRCE 1 2By
L, FREOWAHI Sz720, CRBSIOZBWIZED, 7
HE ORWERS 217, f#ERIEFCAR 41 HHBIZRE &
o7

MEMERIRE

I % %5 28 M 48 13, BACT/ALERT VIRTUO (¥ #F X
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XD RINE N MR 1 £y MEBSR, WRMVED
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Table 1. Laboratory findings

Hematology Hemostasis

WBC 36,800 /uL PT (sec) 12.8 sec
Ne 98.0 % PT (%) 758 %
Ly 05 % PT (INR) 1.15
Mo 15 % APTT 315 sec
Eo 0.0 % D-dimer 49 ng/mL
Ba 0.0 %

RBC 2.60x 106 /uL

Hb 78 g/dL

MCV 919 fL

MCH 30 pg

MCHC 326 %

PLT 187 x10° /uL

Biochemistry
AST 18 U/L CK 5U/L

ALT 32 U/L UN 271 mg/dL
LD 160 U/L CRE 048 mg/dL
ALP 243 U/L Na 135 mmol/L
TP 41 g/dL K 3.9 mmol/L
ALB 2.0 g/dL Cl 100 mmol/L
+GT 47 U/L GLU 98 mg/dL
T-Bil 0.7 mg/dL  CRP 2.8 mg/dL
D-Bil 0.3 mg/dL  Presepsin 463 pg/mL

mPSL40mg

CTRX1g X 1+CLDM600mg X 2/day ‘

VCM1g | CEzZig
X2/day | X4/day
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Blood cultures and central venous catheter tip were We reported antimicrobial
positive for clusters of gram-positive cocci susceptibility of the isolated strain

Figure 1.

WMEh7-MmiEHEE2Ly MEEENM, 22y PL L FA
Plus K bUiZ, 5538192 KT, FN Plus K MIVIZERFE 24
g CRys L 720

KW D 7T L 3¥At1d, Bartholomew & Mittwer 22 B (5
+ 74V AHDEHEE) ZIHWTITV, 77 257 B EkE
i L7z (Figure 2)o 7 7 VF ¥ —i&, TSA5% k>
JIMEIEREEM, BY Fa 2L — FEREH(HANY b -
TA RV V) #HWTE5%CO BB T T 35C, 20 KefH:
EEITOVHOFRE 8072 (Figure 3),

VITEK MS (E+ XV 22— - I %3, ver32) 2T
WEAAT - 759, S 99.9% & B\ R EFESE T S. piscif-
ermentans & [WE S N7z L LARIZE b2 5 055 HEH

Clinical course

HBIH e D o 7272 D AEA H 19 ¢ MALDI Biotyper (7 V74—
Tx 8y, verdl) 12X B FEMRA K O — I ER A Y Ol

WA E ¥ 5 16S rRNA &2 9206 L 720
MALDI Biotyper Ti&, i dEHPHEOE WAL LT S. con-
dimenti %% Score Value2.162 & B\ EEMRE/RL72e —h
16S rRNA #EETMHTICBWTIE, S condimenti DIE#eRK
(DSM11674) »#EFEEH] (GenBank ID : MF678874.1) 1
99.8% (1471/1,474) &, b Urf%AE (S, carnosus, S. debuckii,
S. piscifermentas) OEH X Y HE VAR ZR L7205, 2
15 Staphylococcus JRN O IL#FHE [ Tl 16S rRNA #{nT
OHFEED L, 995% Ml LETHh 5720, FlFEEZ LT 5
FEMLE LCWEA T TH o720 D720, Staphylococcus
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EOFEHIBNS, X AEMNTH D2 s S Tw b HSP60
HBEF (cpnb0)E A—I8—F F T FY XL ¥ —PEES
(sodA)° D5 % Hed 720 FDFER:, cpn60 1 S. condimenti
(GenBank ID : EU888132.1 ® 4 £) 12100% (553/553),
S. carnosus 12 93.9% (519/553), S. debuckii 12 89.7% (496/
553), S. piscifermentas {2 89.3% (494/553), sodA 2 2 \»
T S condimenti (GenBank ID : MF679042.1 ® 60 7 H
225 373 % H) 12 100%(314/314), S. carnosus 1 96.2% (302/
314), S. piscifermentas {2 94.9% (298/314), S. debuckii

12 946% (297/314) & S. condimenti DHELH & 584512 —3 L,

DERFFE L IS NICR R DI L 2RTIENTE
XGHICVITEK2 (¥+ A1) 2a— - V¥ 8Y) OREN —
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770
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Figure 2. Gram stain image of blood culture

RTOFEANBWT, EZME2/RL7A (Table 2),

% =

Staphylococcus condimenti 1%, WEE X b 78 S5 H128
P72, Argemi S, FRRMAEITHB VT 2011 205 2012
O 14EM T, MALDITOF MS % H W CHE % AT - 72
Staphylococcus & (n=14,913) ® 9 %, S. condimenti i 3
% (0.04%), F 72 Elamin 51%, 2 %[ <T MALDI-TOF MS
ZJH W Cl%E %17 - 72 CNS(n=20,806) ® 9 &, S. condimenti
1% 38 Bk (0183%) I2& & F > TnB™,

AIER % e S. condimenti DIEFIERTBI % 775 (Table
3) o BRAYEREF D A {, MADHRZ WY T, 7 —
TV MG, BRERHARIRGYY, BERAY, AT I
g FHERY OS5 FIBME SN TBY, KL OHETO6H
HE%z, RBWREDOHREGEBNE L, Bin AR LR

Figure 3. Colonies of S. condimenti on 5% sheep blood agar
medium after 20-hour incubation at 35C under 5%
CO2

Table 2. Antimicrobial susceptibilities of Staphylococcus condimenti

antimicrobial agents

MIC (ug/mL)

Interpretive categories

Oxacillin

Ampicillin
Sulbactam/ampicillin
Cefazolin

Ceftriaxon

Cefepime
Minocycline
Eryrthromycin
Clindamycin
Arbekacin
Vancomycin
Teicoplanin
Daptomycin
Trimethoprim/sulfamethoxazole
Linezolid
Levofloxacin

=0.25
=025

=05
=025

=025
=05/95

=05

wn

=1
=1
4
=1
=1

»ww»mn vy numwy

=1
1
=1

=1

»w vy v,

S: susceptible

According to CLSI document: M100-S22
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Table 3. Case reports of Staphylococcus condimenti infection

No. Age/sex ln(ificet;ggs Underlying disease Treatment Outcome  References
1 17/F Catheter-related Dilated Tazobactam/piperacillin + Vancomycin — Cure 9)
bloodstream cardiomyopathy Cefazolin
infection
2 7/F Soft tissue None Dicloxacillin + Gentamicin — Cure 10)
infection Clindamycin + Dicloxacillin
3 65/F Meningitis Sheehan syndrome, Ceftriaxone Cure 11)
Hypertension
4 49/M Surgical-site None Vancomycin + Ceftazidime — Cure 12)
infection Flucloxacillin + Moxifloxacin + Rifampicin —
Clavulanic acid/amoxicillin
5 72/M Spondylodiscitis type 2 diabetes Cefepime + Vancomycin — Cure 13)
mellitus Cefazolin — Clindamycin
6 82/M Catheter-related Benign prostatic Vancomycin — Cefazolin Cure This case
bloodstream hyperplasia
infection

Table 4. Differential Characteristics of S. condimenti and S. piscifermentans

This case S. condimenti S. piscifermentans
Urease + + +
Esculin - - +
D-Trehalose + + +
D-Mannitol + + -
D-Mannose + + -
D-Turanose - - +
D-Cellobiose - - -
L-Arabinose - - -
Maltose - - +
a-Lactose + + +
Raffinose - - -

WrEEE O RN & & 2 5N b, FERRMER, iR io
AESEIIE T DS, REM D ED, TRTORERTH
WHEHFHLZIT, RO 2 RELTEY, PRIGRIEE
ZEiblb,

S. condimenti ¥ — #2277 — ¥ KM, Clumping
factor FaM: T CNS @ —Hf (2538 S L % %%, Staphylococcus
aureus DEHN NSNS T 7 v 7 ZEEISIZBWT, JE
BRI Ty 7 ABERZREITHEDD H7-0", HEIZ
FEEPLETH 5. REGITHEESNIZRWKRIZ, 9797
AGETOREETH - 720 IEfMERFZEICE, Y M) v 7 AL
L — W — B - A & A—RATIRE R BB 5547 matrix as-
sisted laser desorption ionization-time of flight mass spec-
trometry (MALDI-TOF MS) % 16S rRNA i# 1z f#HT 252
PR RTH Y, AL M L Tw b A bRk ED <
PERFOARTIZIEM R FEATE 2V SHFRRZ 7IER O
5134 C MALDLTOF  MS R fE T I & » TlE 8
NTWw7z, SLICHRGTEEOP TS, RWIZBRAT
MALDI Biotyper ® & TIal £ W i Td %o A% B T,
VITEK MS T Staphylococcus piscifermentans, = MALDI
Biotyper C Staphylococcus condimenti & [W5E &N, [FER
MDD A SNz, ZOHEE LT VITEK MS OB/N—
Vav (verd2) TEARRATA 77 —IZEHINL TV
WZEDERAE LTEIT SN, I X > TRET R 0%

WHDHZ L D HROMBEEEMHT 59 2 Tl L THL
VERH L L Wb, F2WH LRI S IEF DL
LCWwb720, SEHINIZALSERRE D Mo —ick %,
Table 4\ AHE B4 BERR % 1 2 72 Wi 5 0 32 70 AL 2RV IR & 2
OER M E T LD, REH T, VITEK2 OflE 7 —
F&EHWTHELAERZHERL, wEIC S condimenti &
[{%E L7z

JANIS (EAES7 B A B NIEGSRT R — XA T 2 A) M
o 2019 4E N X % &, S. epidermidis % 5 < CNS IZ %}
$ % MPIPC DIiftE#%13 676% TH V), SEMICTHMERIZE
WEIENC® 5o F 72 BB VT S 2019 4FEE I 71.3% D it
PERTH Y, CNS D 7 25 MRCNS TH o720 LA L, Ta-
ble IR TREBNZ BWTIE, ASEH % & DX T MPIPC &
HTHY S SHICEL7-EDMOIEH D EEE /R L Tz,
SDZ L XY S condimenti (X H DOHHEIBEEDS KB
BT HERDNS,

VEAE, BRERSNEBOERICEY, FHESNLHENSH
PEASEE L, FERFIESND I LA TH o WIS E RS 5
r— AN T otze AL, BHEOEROSNEEEZHA L,
FERET] C R B R OTHEAA SN 2AS, s M AL
PGB BN 2 2 L CIEMICHMEZRIET A2 LA TE
720 ZOOHRGMCTHEMENFERTH- T, BH
O¥EFHECTHEIN WL RETH > 7251, FoRok
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A case of catheter related bloodstream infection caused by a strain of Staphylococcus
condimenti which was initially identified as Staphylococcus piscifermentans with
MALDI TOF-MS

Kenta Yamaguchi”, Yukari Sano", Shun Taguchi”, Mayo Katsuki", Takayuki Hirano", Michio Yasunami”,
Mami Fukuoka?, Kouji Kusaba?
"Department of Clinical Laboratory, Saga-ken Medical Centre Koseikan
?Department of Infectious Diseases, Saga-ken Medical Centre Koseikan
?Department of Clinical Laboratory, Saga University Hospital

An 80-year-old male patient with total parenteral nutrition presented with shaking chills and a fever. The same Gram-
positive cocci were isolated on smears of blood cultures and central venous catheter tip cultures. The strain was identified as
Staphylococcus piscifermentans using MALDI-TOF-mass spectrometry on the day of isolation. Because S. piscifermentans is
not known as human pathogen, the isolate was re-examined by another MALDI TOF-MS system and 16S rRNA sequence
analysis and found to be Staphylococcus condimenti. This result was also supported by the biochemical profile generated by
a VITEK? identification system and the cause of discrepancy was the absence spectrometric pattern file of S. condimenti in
the former identification system. The mass spectrometry is a rapid and precise method for bacterial identification, however,
we must aware that the power of identification is limited by the coverage of spectrometric pattern files.
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