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PR R L Tz 6 4ERTICHIAT S N7z CT kB L O
MRI A TIERESRO SNT, HRHEBIEozO AL, 4
JE CHEMR TGS L7z 44580, 1AERNC S A2 RSB IR IR 23
L, 4FERNITROELZ LS S5, BOEOHEIL
AHTH Do VAR AEE & 0 LR 2 ) B PR % 12 bt
W2 CTHEAT S 7ze BEIE S N7 IRB R OB 2B A DS Tt S 7z
PEPEAETH 5 720 20XX 4 X H AL R 0 I
MEd & AR L, FHAPAIEREZZZ L2 2 A%
SESUGEETH o 72720, Z0 3 HEICUBREZWBNZL L,
CT WA TR 2 S RIENE, B2 FISh i CE RIS
RO E LI L2k Eh, Lt — U kT H
BT ABEE o7z (K1),

A BE g BT WL AR T 374°C, MR 9790 [B1/45, i & 118/77
mmHg, %16 [B/min, SpO: 97% (BWR) THh - 72,
IENBREE SRR T & b o 720 MIBMANT RE 3R 1IRT,

Rl : ABEBROREE M 21R T, ABH (FE13H) (2
il ¥ ¥ # 2+ v b (BacT/ALART VIRTUO, ¥ % x
Joa— - Ix U HRR&H) 23R, Ceftriaxone (CTRX)
2 g/day %5 L7ze ek, MEREEIIBEETH 72 H2
WHIC NV =T & MEfT L, ME@TERS LEE % 320
mL 5L, Zo—Maft Lz 8 10 H 5 5 J8 8
WMNTEBY, METXL2WEEEL, PNdE % Meropenem
(MEPM) 1 gx3/day 8 & UF Vancomycin (VCM) 05 gx2/
day \(CEW L7720 20K, IRMAOBIKBRIEL Y 77 2Btk
BEARD bNTA, 77 AGYERE AT 2 W etk 58
BT ETE RNV EDS VCM kG L THRE L, $4
9% H 121Z Therapeutic Drug Monitoring O #f# % % 1F, VCM
%075 gx2/day [ HE L7ze % 59% 0 oI, AfbFmi
Ji B Cid CRP 16.32 mg/dL, WBC 109x10°/uL, Bk
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7330/uL TH Y, KIRESBEPRTT A 5720 L LEES
I H O Mg AR AT FAZ B\ TR ER-EHS 1,600/ul & 72 0, 4f
HERBE IR A I 2 7% L7272, VCM IS & 2 SEAI M P Bk
WAEEE, O HIC VEM OG- 2 ik L7z BERARA
LI N7 T ABEMRR I RERKER TH - 72720,
JEAYERA~D T V)V M2 XY, 412 9% H % 5 Levofloxacin
(LVFX) 500 mg/day & Metronidazole (MNZ) 500 mg X 3/
day Z5H 17 BRI G- Lz 169 HICBEEL, Z0%k
AR TR DT RE S 7z

L CT il
55 19 IR S 7e CT WHRT,  ARAil i e B L &
NIERZRETH %

HEZRE

1) BFGE

FLF—VOBRICIRBENIBBRAD 75 2 getafii 7
(Bartholomew & Mittwer @ %)) Tix, HIMIRKICHERE I I
oM MR L7 AR % o7 (K3),

2) EERE

SHEREFRI, by VIMEERREM (AARXZ b -1y
Frv YY), BIBEREM (AR by - T4 v Ry y),
Faal— MEXFH (HRXZ b - FTaovF vy,
ABHK 2R (H/K#BSE), HK Pimshss i (b B 3%)
EHWTIT o720, &Y VIMEIERE 3 L O BTB K5,
HK PiiBhirid 35C, 5L T TR LA, $72, F1a
oL — FERREMIZ 3BT, 10%CO.51 T, ABHK %EXH;
Hix 37T, N.80%, H.10%, CO.10% DiRE # A % v
TR T = v N — R X AR T TR L 7
JHER#% GBESWHE), HMEiciian=—0%F
HBD BN T2 HK LHBhE: X IR O RE 23 <,
TRPEBE G T 2 HE S B 2 ORE IZBIE S e 72.HK
PIREE D 7T AR LG LI2E 25, M IR s
I ABEHER R SR ARD 79 ABWHER RO S (X
4)o ZZCHK PBIRE O vy VMEERRH, F33
L— MERE M, ABHK £REHIIHTHANVF v —L, £
NZ IR RG220 & [ U4 T CR 28 L7z, HK sy
Ko7 & 508 L7c ABHK 2 RE IR 23 HH (45 8 9%
H) I FZEH Tl T/hsvwaa= =5 b, Zofho
BB L ah o722 825, REEEMER & S h
72 (K5 /). ¥ 512 ABHK #ER¥ M O BeS R 18 % fkfi L,
¥RERSHH GEI0WH) ICE)RLHRTELIREDOKRE
Soau=—%FKLE (W5 fH)e a0=—DT T LY
furEiiL7zL 2 h, RRBMLIZEDO Y T AEHRE D

F1 AbeRE (B 1H) MR R

k=2 AL
WBC 2483 x10° /uL Total protein 54 g/dL
RBC 371x10* /uL Albmin 2.0 g/dL
HGB 114 g/dL Uric acid 24 mg/dL
HCT 344 % Urea nitrogen 115 mg/dL
MCV 92.7 L. Creatinine 0.59 mg/dL
MCH 30.7 pg Estimated glomerular filtration rate 76 mL/min/1.73 m?
MCHC 331 g/dL  Total bilirubin 0.5 mg/dL
PLT 46.9x10* /uL Aspartate aminotransferase 15 U/L
Alanine aminotransferase 18 U/L
JIIIRGEES Alkaline phosphatase 257 U/L
Neutro 86.9 % Y-glutamyltransferase 52 U/L
Lymph 6.4 % Lactate dehydrogenase 179 U/L
Mono 6.2 % Creatine kinase 9.0 U/L
Eosino 0.3 % Amylase 26.0 U/L
Baso 0.2 % Glucose 107 mg/dL
Na 140 mmol/L
K 3.7 mmol/L
Cl 103 mmol/L
Ca 9.0 mmol/L
1P 4.0 mmol/L
C-reactive protein 24.79 mg/dL
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MEPM 1 gX3 /day LVFX 500 mg/day >
CTRX
2 g/day 3’9‘2 VCM 0.75 gX2 /day MNZ 500 mgX3 /day >
X2 /day 3
WBC (X10° /pL)
IR (C) CRP (mg/dL)
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2. AR
CTRX : ceftriaxone, MEPM : meropnem, VCM : vancomycin, LVFX : levofloxacin, MNZ : metronidazole

Blgtanse (M6). b, BHADL» S HHERF L 72 ABHK
TR 7 H MBS 2k L TH, 20 =—DFFH
ROONLE D572,

3) FAEHRE

85119 HICR BT %2 Fhe L7z o F ¥ & — B ilbaks 1k,
h 5 T —EiEREN:, EEERETETH - 72. RaplD ANA II
(W o L 38) o B 11X Campylobacter gracilis 51.04%,
Wolinella spp. 4846% (Microcode 000040) <, [al & HE 1
B FHEAREE TR oze Z D724 16 9% H 12 16S rRNA i
{RF OIFSLEY AT 2 Fhi L, 50#EWE Campylobacter cur-
vus EE S N7z,

EHIZTEY FIDR2ATE (EF X)) a— - Jx 8B
K&H) BLUAPI Campy (B4 A1) 22— - ¥ x 3 Bk
24 EHVCTHEMRAEZ EfiL7:. 7¥ v FID32A 7 ¥
D % W 11X Campylobacter ureolyticus 99.1% (Microcode
0000510200), API Campy D& Campylobacter upsalien-
sis 65.7% (Microcode 4000000) & 7 - 72,

RWHRO L OFRMEZHRT 5720, LEZTE VT 4
TSy 7 - rrE (AFY<r YY) LRERAEH (AFY<
FU), T ANy T - IR AR Y), AT v — —
TARNy 7)) =XA— (AFY<Fr YY) EHOTRELE
Mil7ze 7ABNy 7 - ¥, 7TAUNy T - HIFEREZ
NZENHMTH WSS, 7208y 7 - TR &k
SHEAN Z O L2 B 3R TSRO b oizs L L
TATNNy 7o R EKRERER I LA, BE
AR BTz,

¥ 72 C. curvus % ABHK ZERXF IR 2L, 74O
Iy ooy F ERFEFAR B LR Y v —ikIc X B
BEASMFT25C & 42C o 2 ) OIRETR#E L7z, 25T
THERELEBICIRE RO LT, 42C TRIELE
HIZIZFH 2D bz,
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NPT S/ MEPM, VCM, MNZ, LVFX O #E#|
VR 2 FE0 L 720 C. curvus OIEANEZPEMAIZE L
T Clinical Laboratory Standards Institute (CLSI) ¥ X OF
European Committee on Antimicrobial susceptibility Test-
ing IZAEHEL TR S TV iz, ARz MR
Etest (€4 21 22—« Vv 84k 2 Mz, ABHK
FERB T 3 H M HESEEE L 72 AWk 2 B W ABCM
T A CGRHMES RS H) T McFarland 1.0 0% B 12 3 %%
L, ABHK ZEREF M —I1C8 0 JEF 72, SE5H) &z v iR
A Etest DA MY v FREE L, 37C BK &M FT3HM
Fr A& 1412 MIC 252 L 720 #&31E, MEPM 2 pg/mL, VCM
>256 pg/mL, MNZ 0.125 pg/mL, LVFX 05 ug/mL Tdh -
720

%z =

C. curvus ZIEMICHAET 5 HEARD 7T LB/
T, BAMBREE @ L3507 HENE & OB SRR 8
NTH YV, FRCHEEROMINCEG T2 &) #isdhdh 57,
C. curvus |2 & 2 EGEF OHE XMW EIZ 6 1T, ZDIE]
IR, iR, MUEBERA, RPN L BRA TH
B0, NS 6 BIOHEFITOW T ORI 5 ikt
e, BB L TIAW TS -7, Streptococcus
J& & Peptostreptococcus J& O ITE N & AL B A3 [a] B 12 i &
NIHERIAHE SN TW SR, ZoZ &, C curvus A3
JERICHET A EZEMNTTVDLEEZLNDL, 20—
T C. curvus & FENE R D IRBAR D © 708 S W7ER T
1%, C curvus DEREP B2 HB§5 2 138 L <, C cur-
vus & BB OWAES: 2T LR INTH 5 REME D TE T
Ehv, KL T, BRMIARX Y C curvus OADB S 1,
C. curvus SIS OIRRTW & % 2 6517z,

BRI LTI, ®ED C curvus 12 X 2 EYHERI T C.
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3. WIS o 7 A gt (% 1,000)
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SO SR S S S
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M Ro7z7 T KEMRER S AIKRD 7T 2B ATED
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4 5. ABHK SERF# Lok
fei B3 HH, A ¥EESHH

X 6. ABHK #£XK¥:H Foan=—on 2z 5 Agmii i (x1,000)
2B LI EHO DT T AR E S SR

curvus (& o BERMEOW TH 5 Z LG sNTHBH?Y, K
W5 T L 72 C ocurvus b HoBERMEDRIEHEA R TH
LT Lt L7z C curvus 258 T AL, A A%
GUREGTAZMHTLIENET L, iy ¥y —EB X
DR Sy 7 TR - R ARAR 2T 256
&, WA T 2 0%05H 5,

AHECTHEE XNz C curvus DAALFRIMIRIZ, #®F12
Wt ¥ Nz Cocurvus OMIRE —F L TW/22Y, ATt

C. curvus D[A5EIZ RapID ANA II 2 L 72 A3k [7] & e
RTHY, BIMTEMLZZTE v FID32A 7 ¥ B X U API
Campy (K4 2 1) 22—« Y x N &) offEd 16S
rRNA #m T OWEEEIET O R L K L o720 T
Yy FID32A 7 ¥ TR WIREMHRE TH - 72 C. ureolyticus
DOFEBEOAEALEMMERIE, LT Yk ¥y y—¥R
YWD E T C curvus & —3 L% W?, F7:RaplD ANA II T
[FE &7z C gracilis 134 % ¥ % — ¥ &M, API Campy T
[7] % & N7z C. upsaliensis (& H.S e A g et o 15 C C. cur-
vus DMIRER R 2P, T4bb, AL YRE S C
curvus \XffiBFE ¥ v b T Campylobacter & % @ 31 O 1 Fll
EENITE RV, Martiny 5 OMEHIBWTH C curvus &
API Campy CTIELLFIZETE W EHEINTWEY, #
FATHEE SNz C o curvus BEEHEBIZ BT C. curvus 1
Al & FARIZ, 16S rRNA #{n T OEREYIHENT 2 1L LD
LT ABETHMMICE Y FEZIT>T0E, Lzdt- T,
C. curvus OFEEIZIEM S FEEF v b Tld7 < 16S rRNA #
LT DIEILEHIENT A4 T %o 72 C. curvus & Bruker
L @ Matrix Assisted Laser Desorption/Ionization Time of
Flight Mass Spectrometry (MALDI-TOF MS) T3 [ & X
nTH Y™ Martiny 51 2011 412 C. curvus % MALDI-
TOF MSIZX D AEL TWw5, YPid B modriE 28 A
LCWhhozd, HrldRy sy - a— s —HRE&H-
DY EEE U T, C curvus 75 MALDI Biotyper version9
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(Bruker) O 4 77 —IZ&HINTVEL I L 2HfER L7
MALDI Biotyper Z il L TWil, a0=—35H L7228
SMHICAR A FIETE M RENDLD %,

FHNEZ A IOV T, CLSIIZBWTT LA 7 KA
YIPEREEINTW RV, WEEITT)I LI TELho
72A%, MNZ B X O LVFX @ MIC X LK 2> o 720 A
sl & FAARIC Etest & F M L 7242 BV 0§44 1&, Clarithro-
mycin 3 ug/mL?, Erythromycin 1% 2 ug/mLY3B £ U816 ug/
mL", Cefuroxime >256 ug/mL¥, CTRX>32 ug/mL?, MNZ
acid >256 pug/mL",
Imipenem >32 pg/mL®, Quinupristin = 0.047 pg/mL*’,
Nalidixic acid >256 ug/mL¥, Ciprofloxacin (& 0.047 ug/mL”
BLU019 pg/mLY ThHo7ze ThHDTF—FH 5, C cur-
vus | MNZ & =2 —3% /10 »RBRITHR R BT 72 et %
AT LR ENS,

USRS £ 0 C. curvus & L72ERNE, ARFETIE 2
BIHCTHFINCD M TH 5" AW NESMEGE % 5] X8
S RGBSR 2 SN TB ST, KFO 58 - W
ENWHETH 57O FNE E LToHEIME 2 >TWD
WHEEA S %o C. curvus IEBE DS A 3R 22 IR 2 29
L, REEEEOSEAR E W) HHIIPIRHE L2 RIS 5
LETHBTHDEHZEZOND, ZO—)T, EMICHAZ I
FET B Z L C curvus BYHED K TEW L inEE O 7 —
Y OEMDI2OICEHETH Y, RTINS B TR 2
LBFESHHTH 5,

0.38 ug/mLY, Amoxicillin-clavulanic

KX ORWIZH L TIE, BEOREZETHS

AAEBI OB T HE 33 Inl H AR A W F 24
2 (2022 4F) I2BWTHEL .

BE  NEBOWMEICH ) THHEZHY T LANTT K
AR BE SO e B i PR E RBR E Bie 2 e AR iR W 72 L E 9
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A case of iliopsoas abscess caused by Campylobacter curvus

Yuko Miyamoto", Yoko Tazawa", Yukie Furuhata”, Kohei Hashimoto”, Mau Takagi"”, Hajime Horiuchi”,
Kiyofumi Ohkusu?
Y Clinical Laboratory, NTT Medical Center Tokyo
?Department of Microbiology, Tokyo Medical University

We report a case of iliopsoas abscess caused by Campylobacter curvus. A 60s woman presented to our hospital with a
complaint of left inguinal swelling that repeatedly flared up, and was diagnosed with an extensive iliopsoas abscess on CT
scan. Gram staining of pus sample after draining abscess showed elongated gram-negative rods phagocytosed by leukocytes.
Spiral-shaped gram-negative rods were detected from HK semi-fluid medium incubated at 35°C, and were cultured on plate
media. After 3 days of incubation, very small colonies were grown on an anaerobic culture of ABHK agar medium at 37°C.
The bacterium was identified as C. curvus by 16S rRNA gene sequencing but was difficult to identify by simple identifica-
tion kits. There are few infection cases by C. curvus worldwide, and C. curvus has been identified by genetic methods in all
cases. In this case, 16S rRNA gene sequencing was also useful to identify the causative of iliopsoas abscess bacteria.
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