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Methods Development and Standardization 7—¥%> 455 IL—F
Burkholderia cepacia Complex AST Ad Hoc WG Report
Burkholderia cepacia complex 2T 22 TORERDT 4 RAVHLEBET LA IVRA U+ &
BRI 2L, T4 RVMBEBED T LA VRA Y FMIEZE LTS MIC & & DEREIMELV-HHEI
BRL7=) LRBITHEZHRELI: (TR B 13, k30, FEO0, RFE 1), [BRERXBERK
FRENEXERFRETITORETTHS] EDOAAVFZEMT I ENRE I (BEK -
Bri12, Rt 1, FEHEO0, RE1)
1) Burkholderia cepacia Complex (BCC) AST ORER
> ERIEZMHRER (AST) (CET S#RFEOMEE
EUCAST (¥, BCC EDHERETOD AST ##EEL TULVEL - E|REMERMHE (CF) &
FIZHEITSH MIC EELEERIEEIFICEAT AT ET AN, AST OHEEEMELY,
> CFOMBAEMEICETIEETI—FIIIL—T%, BEREGREFRATERD,
HEREIZHITSH AST ZHEL TLVELY,
> LAGLGAS, BCCEZHERETAST ZEEL TVWSREHELHL, —SBDERK
ElX, CF BEEDBECMBIEDERIEZFIT 51=OICAST ZERAL TS,
2) BREHER
> RRETSNT=ZFH ; ceftazidime (CAZ), meropenem (MEM), minocycline (MIN),
levofloxacin ( LVX), trimethoprim-sulfamethoxazole (TMP-SMX)
> WMERAEAFE (BMD) OBEHRME
1) TRTODEKEZEHETE, CAZILBWULDEHRELEEE =S,
2) ECF: IRNTORKNEBREELT KT
3) CF: MIN [£95%LLETH oA, MDOERITEEZEH -S40
4) 2K : 3ECF DBk OBIRMEIIREF, MIN 2[R < CF DMHROBRMEITR

Cefepime VS Carbapenem Enterobacterales AST DffR (Table H3 & Table 2A)
FERHEREMEICE TS HINARRALAMEERHICEAT 5% H3 THRFOZEEZREL,
cefepime M 2A [Z THILNRRXI—EELEZFTT BRI DUNTIE, cefepime ) S/ISDD D
BREZNGFTSED, RELTHEIRETHS (RHISE) LS54V FEEBMTH LM

R’ESHh, RESIhiz (BR: B 11, R¥2, FHEO, XFE1)

[#Table H3. (Continued

Resistance AST Suggestions for

Indication Mechanism Type (if tested) Resolution Report as: Comments?
Detection of KPC, OXA-48- NAAT, Colony, Any Susceptibility If this is an If the discrepancy is 1-4, 12-14

carbapenem like, VIM, NDM, microarray, | blood carbapenemase(s) | (S or SDD) to unexpected not resolved,

resistance in or IMP phenotypic | culture cefepime phenotype in your cefepime should be
Enterobacterales carbapenemases | methods institution, consider | suppressed or reported
(Continued) such as repeating resistance as R.
those mechanism test(s)
described and AST. Note: Current
in Tables evidence suggests
3band 3c cefepime therapy may
not be effective
against
carbapenemase-

producing strains.
Most of these data are
based on studies
investigating KPC
producing CREs.




Text and Table 7—%> 4545 )L—7F

Table 11 Enterococcus spp. Footnote b DBIIFZLUTOXEICEETTHLMNREESh, &
BEIN- (BE B3, Rx 0, FEHEO0, ZFE 1) ; “Rx: Combination therapy with high-dosage
parenteral ampicillin, amoxicillin, penicillin, or vancomycin, plus an aminoglycoside, maybe
indicated for serious enterococcal infections, such as endocarditis, unless high-level resistance to
both gentamicin and streptomycin is documented; such combinations are predicted to result in
synergistic killing of enterococci. Refer to Table 3K for high-level aminoglycoside resistance
testing.”

‘Rx: DNERGEDEEGHRIREBREEICIE, TUEIIAVUBLURMLT RIS D UITH
TEHELUANILMENERSNTUOVEWLRY, SAEQOEEOTVESY Y, TEXFIIY,
RZVY Y, FRENAARADVETI/T)AD FRELOHABRENEIG LGS, BL
NIVT /7)Y FTERBRIZOVWTIER K ESBOZ L, 7

TULIRAV FI—%2TTL—TF (BPWG)
Sulbactam-Durlobactam Ad Hoc WG Report
Acinetobacter spp.I=%t3 % sulbactam-durlobactam ® MIC T LA 2 R4 > I ;S <4/4 pg/mL,
1 8/4 pg/mL, R216/4 ug/mL AEBEShi= (BE : B 13, Rt 0, T 0, RE1)
Acinetobacter spp.l=xt3 % sulbactam-durlobactam OF 4 AV HEEE I LA IRL U~ S
217 mm, 1 14~16 mm, R 13 mm AR BEhi- (8EF : B 13, R 0, FEHEO0, RFE1)
sulbactam-durlobactam & 1 D Tier3 [CEHBEMNRESIIT, RBIhi- BRE : X
10, R»t 0, M3, RFE1)

* 8% : Sponsor Proposed Breakpoints for Acinetobacter spp.

MIC (pg/mL) Zone Diameter (mm)

e s | R s 1 R

A Gl eEln-Ig 0o <4/4  8/4 216/4 =217 14-16 <13

S = susceptible; | = intermediate; R = resistant

Proposed Table 1 Placement:

- = Tier 2: antimicrobial agents that are appropriate for routine, primary testing but may be
reported following cascade reporting rules established at each institution

Stenotrophomonas Ad Hoc WG Report
Stenotrophomonas maltophilia |IZ%}3 % trimethoprim-sulfamethoxazole ® MIC J L A & R
4> FEBETLAWLT, Ttrimethoprim-sulfamethoxazole [FHEEEZIZCE LV CTHBTEATAR
ETIEGW] EDTAVMEEMTHIENRESH, KBS (BE: #/10, kX 3, FEiE
0, RiE 1)
Trimethoprim-sulfamethoxazole (TMP/SMX)DEGERERIRIZBAT 2 4T
> TMP/SMX & levofloxacin (LVX)DLLET— &
1) LVX & TMP/SMX ZHE L71= 2018 FLRTIZE TS 12 DR A2 T7F ) VXTI,



mIRICEFR oG o1,

2) S. maltophilia BIHIZ &k HREEGE (EICHIR) ZRREL-E—EEDORRT, A%E#
MICEFGEMN oA, LVX T3t BT ENE LEE (LVX; 19.3% vs TMP/SMX; 6.7%)
THHT L1,

3) S. maltophilia B¥&(Z &k % MIRRRLEAE (BSI) 2R ELI-HIE—HEHRTOHETIE,
LVX ZE8L LA UAENGIES, BERARIFICESERN RSN,

> TMP/SMX & minocycline MELE : SRERITE

1) S. maltophilia B4E (E(2ffi) ZxERE LI-HIE—EHRTOHETIE, minocycline
[ TMP/SMX &EEERL T, EERERIFO T 30 BRRTERIMEN o7= (5.5% vs 15%,
p=0011) .

2)S. maltophilia BRFEZ R E LT-HAHE—HEE TDOHE TIEL, TMP/SMX & minocycline
LDRIZEFRDENELI ST,

* $# : Stenotrophomonas maltophilia LA 2 1R4A4 > FDELY

CLSI EUCAST FDA
Category MIC (pg/mL) DD (mm) MIC (mg/L) DD (mm) MIC (pg/mL) DD (mm)
Ticarcillin-clavulanate @] S =16/2,1 32/2- | —-- XX XX XX XX
64/2, R 2128/2
Ceftazidime B S=<8,116, - XX XX S<8,116, R232 | --
R=32
Cefiderocol* B S=1 S=215 S = 0.001 mg/L 220 mm XX XX
"off scale" corresponds
breakpoint (IE). with MIC=2
Minocycline A S=4,I8R=216 | $219,115- XX XX XX XX
18,
R <14
Levofloxacin A S=2 S217,114- XX XX XX XX
14 16,
R 28 R =13
Trimethoprim- A S =2/38, S =216 S=0.001, | =2, S>50 mm* XX XX
sulfamethoxazole R24/76 111-15 R>4 mg/L* 116-50
R =10 R<16 mm
Chloramphenicol C S =8, 116, -—- XX XX XX XX
R=32
Breakpoimnts are based o PR/PD properties, MiCdistributions, and Imited cimical data.  Reading guide provided timethoprinT component ony. WICs =2 as

intermediate, which requires the use of a higher dosing regimen, 240 mg (trimethoprim component) intravenously every 12 hours ..,

$E) Minocycline ®J LA 24 & FEBEOLBIZHNT, S<1;12; R24I“FBEhi

Stenotrophomonas maltophilia IZ3t3 % minocycline DT 4 A2 HEET LAV RA 2 ;S
226 mm, | 21~25 mm, R<20 mm RNEEBShiz (BE: HE 11, Rx 0, FHE0, RFE3)
Minocycline Disk Diffusion Breakpoint

Breakpoint
6 |13(22|14|13[1 ]| 7 | 1] 1 < 20 is Resistant
6|7 |18[22[15|9|16[6|9]|2]|2|5[1|6]|1]4 21-25 is Intermediate
= 26 is Susceptible
2|5 |12|28|50|44| 37 |32|36|26[13]|11| 4 | 4
2|8 |6|9]|17|28] 20 |38|53|38|40|34|28(|22|6 |4 |5 | 4 Vote:
2|8 7 |22]16]|22[17]40]30[20| 6 |8 | &6 2 Yes: 9
1 4[7|9]s]16[13[92]5]2]2 No: 0
Absent: 1
22] 23] 24| 25] 26| 27] 28] 29] 30] 31| 32] 33| 34| 35| 36] 37] 38] 39] 4]

Analysis — meets CLSI requirements (6.3.1)
- 47% (589/1250) are within one dilution of the intermediate range

Table 7. Guideline for Acceptable Discrepancy Rates (With Intermediate Ranges)*
MIC Range .
1-dilution Number in MIC| e ME mi = Do b
N X Range 1-Dilution 2-oilution
intermediate Intermediate Range | Intermediate Range | Very Major Major Minor
0/6 0/6 2142 2 lygn +2 <2% WA <59
21 high +2 ° (0%) NA (0%) T S T R N
I high +1 to | low 589 23/589 0/589 210/589 e o2 A o o
-1 (3.4%) (0%) (35.6%)
0/655 25/655 "
<l low -2 655 N/A (0%) (3.8%) Note: 70% of VMEs are from one media type
1250 23/1250 0/1250 235/1250 144
Total (1.8%) (0%) (18.8%)




Cefepime Enterobacterales 7L 4 2184 > k Ad Hoc WG Report

ERMEEEEEICHT 5 cefepime D MIC TL A VRS > FEHETET, BEICOWT, T
[¥ 29 q12h E£f=(X 1gq8h IHEEICETE, SDD (X 2gq8h HEEBICE T £Da* > FZEM
THEMNRBINS (BE: B 13, k0, FEHEO0, RE1)

Meropenem-Vaborbactam OXA-48 Ad Hoc WG Report

OXA-48-family BRZ=HRET HBEAMEBHMEIEL meropenem-vaborbactam (MEM-VAB)IZR&
HERTCELNHSH, in vivo TIREDEEICKE LEWATEEEAH S, OXA-48 AAEH Ehi-
BRI, REFIOHREIGET 50, FEMELE LTHRETHLMBRESHh, RBShi- (&
R B3, X0, FEO, RE1)

1) WEDCLSI TLAIKRA 2+

Susceptible Intermediate Resistant
Ceftazidime <4 8 216

| Ceftazidime/avibactam <8/4 - >16/4
Imipenem <1 2 24
Imipenem/relebactam <1/4 2/4 >4/4
Meropenem <1 2 24

| Meropenem/vaborbactam <4/8 o 8/8 >16/8

2) ANNRRT—EDIA TIZEIKBESIUVRETRNSHEL-F 7 2 LREEH (BEX)

I 2 VI Y S T
KPC

Y Y Y
NDM N N N
VIM N N N
IMP N N N
OXA-48 Y N N

Linezolid [Z%}d" % Staphylococci D REIRIZE BT« AV MLEEED T LA I RA >k
T REOREORFALERAN =T« AVBEEDOT LAV KRAL >k ; S 226 mm, | 23~25 mm, R
22 mm BNRBEIhz RE: B 13, B30, 0, RFE1)

R+3>32 | 3 . . s .
R+2 32 2 1 1 2 7 a a4
Re1 16 o1 5 3 5 34 7 14 23 19 20 26 17 27 14 1|5 3 2|1
s1 2
1 213 5 220135 106103 46 24 15 15 5 2 4

821 3|1 20 30 20 28 25 38 43 26 17 11 2
$3 05

6 7 B8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 123 24 25 126 27 28 20 30 31 32 33 34 35 36 37

Linezolid (reflected) (mm)

Table 8, Guideline Acceptable Discrepancy Rates (Without Intermiediate Rangs) - . .
’Wm Disreaney Raes MIC range |Number Very major (%) Major (%) Minor (%)
No Infermediat ]hllgf ‘-m._‘hj" Khinr Minor zR+1 369 1(0.3) N/A 10 (2.7)
2R+l < NA < S+R 394 21(5.3) 2(0.5) 109 (27.7)
RS <Ath | <Ih ) £5-1 670 N/A 3(0.4) 33 (4.9)
£l VA <t S Total 1433 22(1.5) 5(0.3) 152 (10.6)

Abkresiatons: MIC, mnimal iniikoey ooacenraton; NA, aot applcabler . resistt S, smcepitle.

) AIEIDRETERREINT S. aureus DRFXZRAW =T 4 RVMLBED T LA IRA 2+ S
>26 mm, 1 23~25mm, R<22 mm L EHTH S



YILERS /FAEICEET 5 Table 2

YILERS EFRABDI VLIRSV L ER2HLFNORICBT ZEMNRESH, KBS

(R : R 13, Rxt 0, FEHEO, RIE1)
EEDER : YILERZ EFRFARIMOBERMEEME L ILUTORICEVTELSS

1) 72/7V3Y FREH, F1-28#RKET770RKRY DRER, 7774 2 URERT

HILERSOFRFEICIIESITH S,
2) PORARAV VDT LA IRA DV MIINOLDEDHTH S,
3) HILERZICZIEI0AOF/ OVRFEIZEVWTHBEDI LS IKRA Y b H S,

Cefiderocol MERGFFEREZT v TT—F

Cefiderocol @ MIC H[EICBIL TUTOXENEMEEEZEBE T S LHNEBEIhi- (&
= ER13, R0, FiEO0, XE1) TBHEaY FO—)LIE 2mm 2B 2 5KR2 U ROIEHE, +
FIZEWNEY O THRIMEEZRT Z &, Cefiderocol M MIC {E(d, EIEA 1mm KFEDHRE >
[CHYTIRADV I, FEERIASZXDTHERY OFENBERIAYTILE LTH

AHIB,
BEODY VT

F)

CHEE[FSR, HETSNLHAREMELNH D
8

16 32 64 pg/mLFDC

MIC is read at the first well corresponding by the
presence of light haze/faint turbidity; 32 pg/mL

MIC is read at the first well corresponding by the

Examples of A. baumannii growth patterns. GC (black

box) is positive control showing strong growth with either
a button of >2 mm or heavy turbidity. MIC is indicated by
red circle

Direct Blood Disk Diffusion Ad Hoc WG Report

MIC is read at first well corresponding to a button of <1 mm; 8 pg/mL

MRBBRGERDCEEDT « AVMBUERIC L SEFBRZHHABO T LA VKA 2 FOEHIKR

ARSI,

Peach = pending further Ad hoc review of data
Blue = recently voted up and passed by Ad hoc WG
Gray font = passed by AST SC
N/A = not applicable

Enterobacterales 8-10h Enterobacterales 16-18h PA 8-10h PA 16-18h Acinetobacter 8-10h Acinetobacter 16-18h
AST 5C approved new zone cutoffs AST SC approved current zone
Ampicillin 242022 cutoffs 6/2020 N/A N/A NfA N/A
Amp-sul Unable to set zone cutoffs Unable to set zone cutoffs NfA NfA
AST SC approved current zone AST SC approved current zone
Aztreonam cutoffs 2/2021 cutoffs 6/2020 Unable to set zone cutoffs Unable to set zone cutoffs
AST SC approved current
Cefepime zone cutoffs 1/2023
AST SC approved current zone AST SC approved current zone AST 5C approved current
Ceftazidime cutoffs 2/2021 cutoffs 6/2020 zone cutoffs 6/2021
AST SC approved current zone AST SC approved current zone
Ceftriaxone cutoffs 2/2021 cutoffs 62020 NfA N/A
AST 5C approved new zone cutoffs | AST SC approved new zone cutoffs [ AST SC approved new zone AST 5C approved current
Ciprofloxacin 2/2022 2/2022 cutoffs 6/2021 zone cutoffs 2/2021
Ertapenem NfA NfA
AST SC approved new zone cutoffs | AST SC approved new zone cutoffs | AST SC approved current zone | AST SC approved current
Meropenem 2/2022 2/2022 cutoffs 2/2022 zone cutoffs 2/2021
Pip-tazo Unable to set zene cutoffs Unable te set zone cutoffs Unable to set zone cutoffs Unable to set zone cutoffs
Tobramycin
AST SC approved current zone
Trimeth-sul cutofifs 6/2020




SE, FRETRINEEIMEIIIL—TEHERBICEVTT—20EEZIN, UTOLSIC
EKFESINhT-,

1) Tobramycin/Enterobacterales (S217,113-16, R<12) and P. aeruginosa (S219,113-18, R<12)
for 16-18h and 8-10h.

2) Acinetobacter TIXLUTODEFLHEHERMICHE T, BEZXER LI LA VKRS D FHERR
St 7= ; ampicillin-sulbactam (16-18h), cefepime (16-18h and 8-10h), ceftriaxone (8-10h),
ciprofloxacin (16-18h and 8-10h), meropenem (16-18h and 8-10h), tobramycin (16-18h and
8-10h), and trimethoprim-sulfamethoxazole (16-18h and 8-10h)

3) ceftazidime/Acinetobacter (S217, |1 15-16, R<14) for 16-18h.

4) ceftriaxone/Acinetobacter (S220, | 13-19, R<12) for a 16-18h.

Neisseria meningitidis Table 1 D%
BEXERALELTER (TR NEMShD I ENEBINT BE: B/ 10, =0, FEEO,
RFE 4)

Tier 1 - Antimicrobial agents that
are appropriate for routine,
primary testing and reporting

Tier 2 - Antimicrobial agents that
are appropriate for routine,
primary testing but may be
reported following cascade
reporting rules established at
each institution.

Tier 3 - Antimicrobial agents
that are appropriate for
routine, primary testing in
institutions that serve patients
at high risk for multidrug-
resistant organisms (MDROs)

Tier 4 - Antimicrobial agents that
may warrant testing and
reporting by clinician request if
antimicrobial agents in other
Tiers are not optimal because of
various factors.

but should only be reported
following cascade reporting
rules established at each
institution.

Penicillin

Cefotaxime or Meropenem

Ceftriaxone

Azithromycin?

Ciprofloxacin®
Levofloxacin®
Minocycline®

Trimethoprim-sulfamethoxazole®

Rifampin?

3 May be appropriate only for prophylaxis of meningococcal case contacts. These breakpoints do not apply to therapy of patients
with invasive meningococcal disease. Antimicrobial susceptibility testing may be warranted to guide post-exposure prophylaxis.

b Trimethoprim-sulfamethoxazole is the preferred disk for detection of sulfonamide resistance. Trimethoprim-sulfamethoxazole
testing predicts susceptibility and resistance to trimethoprim-sulfamethoxazole and sulfonamides. Sulfonamides may be
appropriate only for prophylaxis of meningococcal case contacts.

Quality Control 7—% 2545 )L—7F

Acinetobacter baumannii NTCC 13304 (0.5/8-4/8 ug/mL), E. coli ATCC 25922 (0.008/8 —
0.03/8 pg/mL), K. pneumoniae BAA-1705 (0.008/8 — 0.03/8 ug/mL), P. aeruginosa ATCC 27853
(0.12/8 — 1/8 pg/mL), and P. aeruginosa ATCC 27853 (0.12/8 — 0.15/8 ug/mL) @
meropenem/KSP-1007 QC LV U #RE LT (BE: B 13, k¥ 0, EHE2, RE1)



Drug Name: | Meropenem/KSP 1007 (fixed 8 pg/mL) | Votes: 9/0/4/1 (For, Against, Absent, Abstain)
o
QC Strain Range % In Mode Dil |Shoulder| Media |Lab Mode M23 Range Comments
Mode Range Finder
Acinetobacter 0.5/8 - 94 7% 1/8 4 65.9% 3@ 2@0.5/8, | 0.5/8- No Media: no variability
baumannii 4/8 @ 2/8 1/8 1@1/8, 4/8, proposed | Lab: variability, Lab C (mode 4/8)
NCTC 13304 1@2/8, 94.7%, 4 QCrange | and E (mode 2/8) had higher MICs
1@4/8 than other labs.

Routine QC

(Meropenem range 32-128)
Escherichia coli 0.008/8 - 100% 0.016/8 3 <30% 2@ 8@ 0.008/8 - 0.008/8 -
ATCC 25922 0.03/8 0.016/8 0.016/8 0.03/8, 0.03/8,

- 100%, 3 100%, 3
Klebsiella 0.008/8 - 97.9% 0.016/8 2 <30% i@ 8@ 0.008/8 - 0.008/8 - | Routine QC
pneumoniae 0.03/8 0.016/8 0.016/8 0.03/8, 0.03/8, (Meropenem range 8-64)
ATCC BAA-1705 97.9%, 3 97.9%; 3
P. geruginosa 0.12/8 - 100% 0.25/8 4 <30% 3@ 7@0.25/8 | 0.12/8 - 0.12/8 - Lab C was statistical outlier for
ATCC 27853 1/8 0.25/8 1@1/8 0.5/8, 1/8, mode (typically exclude with outlier
94.2%, 3 100%, 4 for 2 parameters).

Propose 0.12/8-1 to be consistent

with Meropenem alone range 0.12-1
)P aeruginosa 0.12/8 - 99.5% 0.25/8 3 <30% See above | See above | 0.12/8 - 0.12/8 - Lab C mode 1/8. 7@0.12/8,
ATCC 27853 0.5/8 0.5/8, 0.5/8, 8@0.25/8, 2(@0.5/8. 13@1/8.
(minus Lab C) 99.5%, 3 100%, 3 Meropenem 12(@0.12, 5@0.5,

13@1/

[ le}

Acinetobacter baumannii NTCC 13304 (4-16 ug/mL) , E. coli ATCC 25922 (8-32 ug/mL) @D
OMN6QC LT #EBEBL- (R : Bl 13, R0, EiE0, RFE1)

‘ Drug Name: ‘ OMNG6 Votes: 9/0/4/1 (For, Against, Absent, Abstain)
QC Strain Range % In | Mode | Dil [Shoulder| Media |Lab Mode| M23 Range Comments

Mode Range Finder

Acinetobacter 4-16 98.9% 8 3 | <30% 3@8 8@8 4-16, 4-16,

baumannii 98.8, 3 98.8, 3

NCTC 13304

Escherichia coli | 8-32 100% 16 3 | <30% 3@16 8@16 8-32, 8-32,

ATCC 25922 100%, 3 | 100%, 3

S. aureus ATCC 29213 () Execabase QC L > ¥ (0.25-2 ug/mL) %, 16-20 BffEiFSR, 20-24
B 5% CO. DIEBEFHTEE L=, aAV FELT IQC LU VI 16-20 BREFR, Fi=lE
20-24 B5f 5% CO2 (mode 0.5-1 ug/mL) TEEL-IBAICELSNI- MICTEZRBL TS,
5%CO0,, 20~24 B5fEIEE L =T—42 (%, B SN’z Mueller Hinton i&#i A —h—TIEShi=%
DTHHBH] LT 5 (BE: B 14, k¥ 0, FHE 0, XFE 0)

Incubation: 5% CO2 20-24 hours

Exebacase MIC (ug/mL)
Data Set n 0.25 0.5 1 2 L
Consolidated all studies: Jan. 2023 92 6 83 3
Consolidated all studies: Current 213 17 188 8
L)
mode

Incubation: ambient 16-20 hours

Exebacase MIC (pug/mL)
Data Set n | 025 | 0.5 1 2
Tier 2 240| 17 107 | 102 12
Consolidated all other studies|527| 17 | 334 | 173] 3

QCWG vote: Add footnote

QC ranges reflect MICs obtained when
incubated in ambient conditions for 16-20
hours or 5% CO, for 20-24 hours (mode 0.5-1
- pg/mL). Data with incubation for 5% CO, and
mode 20-24 hours was collected with limited Mueller
Hinton media manufacturers.

N |on]s

ALL DATA TOTAL 767 | 34 | 441 | 275]| 15




E. coli ATCC 25922 @ colistin QC L> ¥ (0.25-2 pg/mL) #HEIBkL, P. aeruginosa ATCC
27853 @ colistin QC L> <% 0.25-2 ug/mL IZEIEL, [0.25 pg/mL TIL E. coli NCTC 13846
F=lE BAASL7T0 B/ ERET D1 LDV FEEMT B EMNRESH, RBShf- BE:
B 14, K>t 0, FEHEO0, RFE0)

Colistin E. coli ATCC 25922

Current 0.25-2,
Proposal 0.12-1 or remove range (currently only supplemental)

1600
QCWG vote: Delete range
1400 Tier 3 mode is at 0.25 for 4 test labs
1200 15% of Tier 3 data is out of QC low
1000 . 50% of Tier 3 data is at the low end of range
200 only 1% of tier 3 results were at 2
600 - . . - .
Discussion: No value, many already confirm with P. aer 27853
400 and mcr-1 strain when out of range
5 . ]
0 —_— ———
0.06 0.12 0.25 0.5 1 2 4 8 >8

Wlab4 ®lab5a Hlab6 ®lab7 ®lab8 ®Wlab9 wWlab10 ®lab11 ®lab12 m®lab14 Lab 15 Hlab 16

Colistin P. aeruginosa ATCC 27853

1800 Current 0.5-4,

1600 QCWG vote: Revise to 0.25-2
Footnote: If frequently at 0.25

1400 test E. coli NCTC 13846 or BAA-3170

1200

Tier 3 mode is at 0.5 for 8 test labs and for original M23
1000 58% of Tier 3 dataisat 0.5
Only 0.2% of tier 3 results were at 4, only 2% at 2

800
600 Data supports revised range but concern about
200 potential impact to clinical isolates if
QC results primarily at 0.25
200
0 N _

0.12 0.25 0.5 1 2 4 8 >8

B Orig Tier 2 -Media 2 (approx) ®lab4 Mlab5a Mlab6 Mlab7 Mlab8 Wlab9 Wlab10 Mlab11 Wlab12 ®Wlab13 Wlab14 ©lab15



K. pneumoniae ATCC 700603 M aztreonam QC L> <% >8 pg/mL [TBIET R EMNIRES
h, ZEBESIhfz (BE: B/ 14, /K3t 0, FE 0, RFE 0)

Aztreonam K. pneumoniae ATCC 700603

700
Current 8-64,

son Discussed revising to >8 or
shifting to 16-128 to accommodate
oo mode at 32 and shoulder at 64
QCWG vote: Revise to >8
400
Overall shoulder 67% >32 or 64 '
300 Tier 2 & 3 mode 32
Only QC Integrity Check
200
100
0 . [ [
16 32 >32 64 >64

2 4 8

W Orig Tier 2 2012? mlab1l m Lab 2a Hmlab 2b W lab3a mLab 3b

E. coli ATCC 25922 M aztreonam QC L'> ¥ % 0.06-0.5 ug/mL [TIEET B EMNRESHh, &
PBEhtf= (RE: 814, k3t 0, EH0, RFE0)

Aztreonam E. coli ATCC 25922
450

Current 0.06-0.25. 7% out of range
400 QCWG vote: expand to 0.06-0.5

350 Tier 2 (1987 data) mode 0.06,
shoulder at 0.12

300 Tier 3 mode 0.25,
shoulder 88% @0.12

250 Tier 2 & 3 Overall Mode 0.12-0.25

200
150
100

50

0 -

0.03 <=0.06 0.06 0.12 0.25 0.5 1
mOrigTier2 1987 mlab1l mlab2a mlab2b mlab3a wlab3b wmlab4 mlLabs Lab 6 Lab 7

RED AST S—F 4 45

&[E1@ CLSI(Clinical and Laboratory Standards Institute) AST (Antimicrobial Susceptibility Test)
S—TaTI1E 2024 F 1R 20 H~23 HIZ, XET7VVFMTUETHESINS Z LARES
nit=,

(XE : K¥EEX



