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MBL FEEREER
Organism (Enterobacteriaceae/resistant gene) CAZ/ IPM/ |HIEHRER
CAZ DPA IPM DPA
E. coli (CTX-MZ!ESBL +IMP-1MBL#!) 16 =1 =0.5 &4
E. coli IMPE!MBL) 32 8 =0.5 &%
K. pneumoniae (KPCE) | 64 > 16 >8 [E4k3
K. pneumoniae (GES%!) 8 8 =<0.5 PE T
K. pneumoniae (IMP-1E!MBL)| >64 =1 =05 [o1k3
K. pneumoniae (CTX-MZESBL+IMP-IMBL#!) 16 4 =0.5 1k
K. oxytoca (IMPE!MBL)| >64 =1 =0.5 f& 1%
C. freundii IMPE!MBL)| >64 4 8 =0.5 & 1E
E. cloacae (IMPE!MBL)| >64 >16 4 =0.5 &%
E. cloacae (VIME)| >64 >16 2 =0.5 [F1k3
S. marcescens (IMPE!MBL)| >64 2 >32 2 &t
P. rettgeri IMPZE!MBL) 8 =1 16 4 (ks
MBL FEEREER
Organism (GNF-GNR/resistant gene) CAZ/ IPM/
CAZ DPA IPM DPA
A. baumannii IMPE!MBL) 32 >4 32 4 &%
A. baumannii IMPE!MBL)| >64 =1 32 2 f& 1%
A. baumannii (OXA-23%/MBL) 64 >16 32 >8 PET
A. baumannii (OXA-232/MBL) 64 >16 16 8 P24
P.aeruginosa (VIME! MBL) 32 =1 32 2 [Fak3
P. aeruginosa (IMPE!MBL)| >64 16 16 1 [F1k3
P. putida (VIME!MBL) 16 2 32 =0.5 f&1E
P. putida (IMPE!MBL)| >64 8 >32 4 &1
P. fluorescens (IMPEIMBL)| >64 4 =0.5 &t
A. xylosoxidans (IMPEIMBL)| 64 <] - <0.5 B
A. fagcalis IMPE!MBL) [ >64 16 =<0.5 f&1E
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